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Peptide sequence

AMNQPLNHMNLHPAVSSTPVPQR
KAMNQPLNHMNLHPAVSSTPVPQR
KILPESFFK

KILPESFFKEPDSGSHSR
LAGGAQHVR

ILPESFFK

ITTWQDPR

ILPESFFKEPDSGSHSR
QQSYDVTDELPLPPGWEMTFTATGQR
QSSTDSSGGHPGPR
SHSSPASLQLGTGAGAAGSPAQQHAHLR
YFLNHIEK

Sum all peptides
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YAP#2  YAP-TFE3#1  YAP-TFE3 #2
39 28 37
6 5 6
20 9 20
14 16 21
79 58 84
TAZ#1 TAZ#2 TAZ-CAMTA1#1  TAZ-CAMTA1 #2
19 24 41 48
8 9 20 20
2 2 3 3
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7 8 14 17
2 4 8 8
7 6 7 8
1 9 18 41
4 21 4 16
3 6 12 21
7 6 11 12
67 122 157 211




