Figure 1-figure supplement 1
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GAAAACCCCACCAAG - TAACCACATACAGCAGCCCAACGOCAGCAGGTAMGCAGTACCTTTCTACCACT T TAGCARATAMACATGCCAACCAAGTCCTGAGCTTG
NPTIK\*PHTASPTAAGHKAWPFENYHEFSKH*TCQPS PEL
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GARRACCCCACCARGTT - ACCACATACAGCANGCCCAACGGCAGCAGGTARAGCAGTACCT TTCTACCACTTTAGCARRTARACATGCCAACCAAGTCCTGAGCTTG

NP TKILPHTASPTAAGHKAWVPFENYHESK?*TCQPSPJEL
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