Riege et al., Figure 5 — figure supplement 4
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Top 20 TFs that possess ChlIP-seq peaksets similar to (A) the common p53+p63 sites, (B) the unique p53 sites, and
(C) the unique p63 sites (Figure 5E) as identified using CistromeDB toolkit. Of note, some TP53 ChIP-seq data sets are
wrongly labeled “T” in the database.



