Riege et al., Figure 8 — figure supplement 1
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Boxplot in bins of 10 of TP63 FPKM expression values in TCGA HNCS patient sample data compared to (A) FPKM
values of a meta-gene comprising the 28-gene set and (B) ssGSEA scores of the 28-gene set. Complementary to Figure
8C and D.



