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Figure 4 Supplement 1

SKIL-201        MENLQTNFSLVQGSTKKLNGMGDDGSPPAKKMITDIHANGKTINKVPTVKKEHLDDYGEA
SKI-201         ---------------------------------MEAAAGGR-------------------
Ski-201         ---------------------------------MEAAAAGR-------------------
                                                  :  * *.                   

SKIL-201        PVETDGEHVKRTCTSVPETLHLNPSLKHTLAQFHLSSQSSLGGPAAFSARHSQESM----
SKI-201         -----------------GCFQPHPGLQKTLEQFHLSSMSSLGGPAAFSARWAQEAYKKES
Ski-201         -----------------GGFQPHPGLQKTLEQFHLSSMSSLGGPAAFSARWAQEAYKKES
                                   :: :*.*::** ****** ************.:**:     

SKIL-201        -------------------SPTVFLPL--PSPQVLPGPLLIPSDSSTELTQTVLEGESIS
SKI-201         AKEAGAAAVPAPVPAATEPPPVLHLPAIQPPPPVLPGPFFMPSDRSTERCETVLEGETIS
Ski-201         AKEAGAATVPAPVPTAAEPPPVLHLPAIQPPPPVLPGPFFMPSDRSTERCETVLEGETIS
                                   .*.:.**   *.* *****:::*** ***  :******:**

SKIL-201        CFQVGGEKRLCLPQVLNSVLREFTLQQINTVCDELYIYCSRCTSDQLHILKVLGILPFNA
SKI-201         CFVVGGEKRLCLPQILNSVLRDFSLQQINAVCDELHIYCSRCTADQLEILKVMGILPFSA
Ski-201         CFVVGGEKRLCLPQILNSVLRDFSLQQINSVCDELHIYCSRCTADQLEILKVMGILPFSA
                ** ***********:******:*:*****:*****:*******:*** ****:*****.*

SKIL-201        PSCGLITLTDAQRLCNALLRPRTFPQNGSVLPAKSSLAQLKETGSAFEVEHECLGKCQGL
SKI-201         PSCGLITKTDAERLCNALLYGGAYPPPCKKELAASLALGLELSERSVRVYHECFGKCKGL
Ski-201         PSCGLITKTDAERLCNALLYGGAYPPPCKKELAASLALGLELSERSVRVYHECFGKCKGL
                ******* ***:*******   ::*   .   * *    *: :  :. * ***:***:**

SKIL-201        FAPQFYVQPDAPCIQCLECCGMFAPQTFVMHSHRSPDKRTCHWGFESAKWHCYLHVNQKY
SKI-201         LVPELYSSPSAACIQCLDCRLMYPPHKFVVHSHKALENRTCHWGFDSANWRAYILLSQDY
Ski-201         LVPELYSSPSAACIQCLDCRLMYPPHKFVVHSHKALENRTCHWGFDSANWRAYILLSQDY
                :.*::* .*.*.*****:*  *:.*:.**:***.: ::*******:**:*..*: :.*.*

SKIL-201        LGTPEEKKLKIILEEMKEKF------
SKI-201         TGKEEQARLGRCLDDVKEKFDYGNKY
Ski-201         TGKEEQARLGRCLDDVKEKFDYANKY
                 *. *: .*   *:::****                   
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