Metagenome(n=660 subjects)

Escherichia coli

Oxalobacter formigenes
Bifidobacterium pseudocatenulatum
Porphyromonadaceae bacterium
Muribaculaceae bacterium
Azospirillum sp.

Bacteroidales bacterium
Bifidobacterium choerinum
Prevotella sp.

Bifidobacterium dentium
Bifidobacterium sp.
Bifidobacterium cuniculi
Bifidobacterium pseudolongum
Bifidobacterium animalis{
Lactobacillus gasseriq
Enterorhabdus caecimuris
Lactobacillus reuteri
Mycobacterium sp.
Bradyrhizobium elkanii-
Rhodoplanes sp.
Rhodospirillaceae bacterium
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Metatranscriptome(n=165 subjects)
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