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Metagenome(n=660 subjects)

Moellerella wisconsensis(AOAOH2QXUO) 4
Providencia rustigianii(AOA379G0V5) A
Oxalobacter formigenes(C3X9Y2) 4
Oxalobacter formigenes(C3X762) A

Hafnia alvei(AOA085GUAS)
Muribaculaceae bacterium(A0OA2V1IPPO) 4
Oxalobacter formigenes(C3X2D4)
Streptomyces scopuliridis(AOA2T7T709)
Azospirillum sp(AOA1QEUBZ5) A
Rhodopseudomonas palustris(AOAOD7F737) -
Enterorhabdus caecimuris(ROKTQ7)
Muribaculum intestinale(AOA1B1SBJ2) 4
Azoarcus sp(A0OA216S3D5)
Defluviimonas sp(A0OA0591PZ9) 4

Asaia platycodi(AOA060QHZ1) A
Clostridium baratii(AOA174S0X3) -

Labrys okinawensis(AOA2S9Q719)
Ramlibacter tataouinensis(AOA127JTD6) 1
Breoghania sp(AOA346R3F2)
Ramlibacter tataouinensis(A0A127JUM5) 4
Azoarcus sp(AOA216S3G5) 4

Massilia timonae(AOA1S2N5F3) 1
Methylobacterium nodulans(B8IFX5) 4
Azospira oryzae(AOA2W5J581) 1
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Metatranscriptome(n=165 subjects)
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