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Figure 7—figure supplement 1. SILAC data.
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(A) The heavy-to-light ratios for each of the four groups were averaged, and then plotted in descending order of abundance. The red dotted reference
line shows the expression of GAPDH. (B) Clustering (based on 1-Spearman as distance metrics and complete linkage) of the 8 heavy SILAC profiles shows
that 'NP_YND151"' and 'NP_YND152" have the tendency to cluster together, despite their difference in the numbers of detected proteins (Figure 7B left).
Numbers in cells are Spearman correlation coefficients (based on non-missing values in both profiles under comparison) between pairs of profiles. (C)
Venn diagram showing the overlap of proteins detected by the heavy SILAC profiles with abundance greater than GAPDH. The specific proteins in
overlap are shown in the table to the right. (D) Venn diagram showing the overlap of proteins detected by the light SILAC profiles with abundance
greater than GAPDH. The specific proteins in overlap are shown in the table to the right. Ribosomal proteins are highlighted in red.



