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Figure 5—�gure supplement 1. Comparisons of young and aged proteomes. 
(A) Schematic diagrams showing the comparisons between young and aged pro�les. (B)-(K) Volcano plots showing the di�erentially 
expressed proteins for each comparison listed in (A). (L) Venn diagram showing the overlaps of the DEPs between all young and all aged discs 
(from Figure 5A) and the constant set in the young discs (Figure 3D).
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12 young OAF vs. 12 aged OAF (Figure 5E)
6 young L/R OAF vs. 6 aged L/R OAF (Figure 5—�gure supplement 1F)

3 young L OAF vs. 3 aged L OAF
3 young R OAF vs. 3 aged R OAF

6 young A/P OAF vs. 6 aged A/P OAF (Figure 5—�gure supplement 1E)
3 young A OAF vs. 3 aged A OAF
3 young P OAF vs. 3 aged P OAF

21 young inner discs vs. 21 aged inner discs (Figure 5D)
3 young NP vs. 3 aged NP (Figure 5—�gure supplement 1B)
12 young NP/IAF vs. 12 aged NP/IAF (Figure 5—�gure supplement 1C)

6 young L/R NP/IAF vs. 6 aged L/R NP/IAF (Figure 5—�gure supplement 1H)
3 young L NP/IAF vs. 3 aged L NP/IAF
3 young R NP/IAF vs. 3 aged R NP/IAF

6 young A/P NP/IAF vs. 6 aged A/P NP/IAF (Figure 5—�gure supplement 1G)
3 young A NP/IAF vs. 3 aged A NP/IAF
3 young P NP/IAF vs. 3 aged P NP/IAF

6 young IAF vs. 6 aged IAF (Figure 5—�gure supplement 1D)
3 young L IAF vs. 3 aged L IAF
3 young R IAF vs. 3 aged R IAF

11 young L3/4 vs. 11 aged L3/4 (Figure 5—�gure supplement 1K)
11 young L4/5 vs. 11 aged L4/5 (Figure 5—�gure supplement 1J)
11 young L5/S1 vs. 11 aged L5/S1 (Figure 5—�gure supplement 1I)

Comparisons between young and aged:
all 33 young samples vs. all 33 aged samples (Figure 5A)
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ECM regulators: A2M, HTRA1, SERPINA1, SERPINA3 (n=4)
Secreted factors: ANGPTL2 (n=1)
Others: C3, C4B, CFH, CLU, FTL, IGK (n=6)

Collagens: COL15A1, COL1A2, COL2A1 
(n=3)
Proteoglycans: ACAN, CHAD, HAPLN1, 
HSPG2, VCAN (n=5)
Glycoproteins: ABI3BP, ECM2, EMILIN3, 
FNDC1, NID2, TNC, TNXB (n=7)
ECM a�liated: CLEC3A (n=1)
ECM regulators: LOXL2, LOXL3 (n=2)
Secreted factors: FGFBP2 (n=1)
Others: ANG, CALU, CAPS, CKB, EHD2, 
HHIPL2, LDHA, LYZ, PGAM1, PGM1, PRDX1, 
PTRF, PYGB, SSC5D, TPI1, UGP2, VIM(n=17)


