Proteins in Y1 (n=96):

DAG1, DNAJC3, FIBIN, LPL, NUCB1, CPQ,
GARS, PREP, RSU1, CLEC3B, EFEMP1, s & ™~ PR
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Proteins inY2 (n=171):

HSP90B1, CD81, GDI2, PGLS, RAB1A, KRT2, KRT9, RPS21,
SDCBP, GOT1, HNRNPC, F12, RAP1B, ARF4, ANXA4, ANXA6,
DDOST, COMP, CILP, BGN, DSG1, OGN, PRELP, GNAI2, ANXA5,
PKM, TFG, SRPX2, DCN, LUM, NES, ANXA7, H2AFV, ANXAT,
GSTP1, CTSD, BPGM, YWHAQ, F11,SOD1, PRDX2, F13A1, CAT,
IGHV5-51, SKP1, APEX1, HISTTH1B, CTSG, APOC3, TUBB,
HBA1, CA2, SELENBP1, CA1, HBG1, TAGLN, ACTG1, CLICT,
HSP90AA1, SERPINB1, YWHAZ, CFL1, HIST1H4A, HBD, HBB,
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LOX, EIF4A1, APOL1, SERPINB6, RPL3, CAPZA2, UBAT, ASPN,
MMP3, RPS8, ARF1, IGKV4-1, RPL18, NTSE, ACTN1, CAP1,
CALM3, HSPA1B, HSPAS, C4A, YWHAE, SDHA, VWAT1, COL6A2,
COL6A1, COL6A3, FMOD, HNRNPA2B1, COL12A1, COL14AT,
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HISTTH2BL, HNRNPAT, MYL6, MYL12A, SERPINH1, PDIA3,
ANXA2, RPS3, NCL, PPIA, VCP, XRCC6, FSCN1, IQGAP1,
CYB5R3, TAGLN2, PDIA6, FBLN1, MFGES, TGFBI, CFD,
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Proteins in Y3 (n=25):
ANGPTL7, RPN2, ALDOA,
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Proteins in Y4 (n=48):
RCN2, PGAM2, C8B, HP,
APOA4, AKR1B1, C1QB,
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Figure 3—figure supplement 3. Modular trends along the lateral or anteroposterior axes in the young non-degenerated discs.

(A)-(D) Proteins in modules Y1 (A), Y2 (B), Y3 (C) and Y4 (D), and their directional trends, in the young profiles. The red curve is the Gaussian Process
Estimation (GPE) trend line, and the blue curves are 1 standard deviation above or below the trend line. Genes in red are transcription factors or
DNA binding proteins. Genes in blue are surface markers.



