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Figure 1—�gure supplement 3. Heatmaps showing di�erent categories of detected proteins.
(A)-(C) Pro�les and their hierarchical clustering patterns of all detected transcription factors or DNA-binding proteins (A), cell surface 
markers (B), in�ammatory proteins (C). (D) Numbers of signalling proteins detected per compartment and age-group in the data. The 
color scale corresponds to proteins in overlap within each entry divided by total number of proteins in the pathway.
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Numbers of signalnig proteins detected per compartment
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