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Figure 4—�gure supplement 1. DEPs between di�erent compartments or levels and spatial trends of protein modules in the aged discs. 
(A)-(H) Volcano plots showing the DEPs between di�erent compartments or levels in the aged discs. (A) Volcano plot of DEPs between NP and NP/IAF. (B) Volcano 
plot of DEPs between NP/IAF and IAF. (C) Volcano plot of DEPs between IAF and OAF. (D) Volcano plot of DEPs between {NP + NP/IAF} and {IAF + OAF}. (E) Volcano 
plot of DEPs between L4/5 and L3/4. (F) Volcano plot of DEPs between L5/S1 and L4/5. (G) Volcano plot of DEPs between L5/S1 and L3/4. (H) Volcano plot of DEPs 
between lower level (L5/S1) and upper two levels combined, in the aged discs. (I)-(L), the lateral and anteroposterior trends of the four protein modules identi�ed 
in (Figure 3—�gure supplement 3) in the aged discs. (I) module Y1. (J) module Y2. (K) module Y3. (L) module Y4. The red curve is the Gaussian Process Estimation 
(GPE) trend line, and the blue curves are 1 standard deviation above or below the trend line.
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