[image: ] Supplementary Figure S1: QQ plots of expected versus observed –log10 p-values from site differential methylation analysis.  is the genomic inflation factor  
 = 1.23
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> dim(limma.Beta.fdr.training)

Error: object 'limma.Beta.fdr.training' not found

> dim(limma.M.fdr.training)

[1] 70873 38

> chisq <- qchisq(l-training$P.Value,l)

> lamda <- median(chisg)/gchisg(0.5,1)

> lamda

[1] 1.227806

>y <- qunif(ppoints((nrow(training)))))

Erzor: unexpected ')' in "y <- qunif (ppoints((nrow(training)))))"
> qaplot (-10g10 (y),-10g10 (limma .M. fdr.training$P.Value), cex=1.5,pch=20, xlab='Expected -1ogl0 (p) ', ylab="0$
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QQ plot of pvalues from differential methylation analys
of M values - training set

abline (coef = c(0,1),col="blue')> >

¥ <- qunif (ppoints((nrow(training))))

qaplot (-10g10(y) ,~10g10 (Limma.M.£dr.training$P.Value), cex=1.5,pch=20, xlab="Expected -1ogl0(p)',ylab='0$
abline(coef = c(0,1),col="blue’)

qqplot (-1oglo (v),-loglo (training$P.Value),cex=1.5,pch=20, xlab="Expected -logl0(p)',ylab='0Observed -log$
abline(coef = c(0,1),col="blue’)
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