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rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 0.69017, df = 1, p-value = 0.4061


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.57186, df = 1, p-value = 0.4495

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.97698, p-value = 0.9179

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.92436, p-value = 0.4296

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.93568, p-value = 0.6355

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.96104, p-value = 0.8091

[1] "ANOVA"

Error: ind
          Df  Sum Sq  Mean Sq F value Pr(>F)  
treat      1 0.01081 0.010814   7.168 0.0201 *
Residuals 12 0.01810 0.001509                 
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

Error: ind:phase
            Df    Sum Sq   Mean Sq F value  Pr(>F)   
phase        1 0.0006280 0.0006280   18.51 0.00103 **
phase:treat  1 0.0006214 0.0006214   18.31 0.00107 **
Residuals   12 0.0004072 0.0000339                   
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1
[1] "Paired T test for the sham between continuity and fragility"

	Paired t-test

data:  data$val[data$treat == 0 & data$phase == 1] and data$val[data$treat == 0 & data$phase == 2]
t = -7.9034, df = 4, p-value = 0.001386
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 -0.02988080 -0.01434458
sample estimates:
mean of the differences 
            -0.02211269 

[1] "Paired T test for the SNI between continuity and fragility"

	Paired t-test

data:  data$val[data$treat == 1 & data$phase == 1] and data$val[data$treat == 1 & data$phase == 2]
t = -0.81036, df = 8, p-value = 0.4412
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 -0.009419415  0.004520677
sample estimates:
mean of the differences 
           -0.002449369 

[1] "T test for sham VS SNI in continuity"

	Two Sample t-test

data:  data$val[data$treat == 0 & data$phase == 1] and data$val[data$treat == 1 & data$phase == 1]
t = 2.1156, df = 12, p-value = 0.05597
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 -0.0009316914  0.0632971620
sample estimates:
mean of x mean of y 
0.3661389 0.3349561 

[1] "T test for sham VS SNI in fragility"

	Two Sample t-test

data:  data$val[data$treat == 0 & data$phase == 2] and data$val[data$treat == 1 & data$phase == 2]
t = 3.1374, df = 12, p-value = 0.008573
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 0.01553542 0.08615670
sample estimates:
mean of x mean of y 
0.3882516 0.3374055 

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 3.072, df = 1, p-value = 0.07965


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.14644, df = 1, p-value = 0.702

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.93394, p-value = 0.6235

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.93385, p-value = 0.5188

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.90323, p-value = 0.428

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.95618, p-value = 0.7576

[1] "ANOVA"

Error: ind
          Df    Sum Sq   Mean Sq F value Pr(>F)  
treat      1 0.0006494 0.0006494   9.322   0.01 *
Residuals 12 0.0008359 0.0000697                 
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

Error: ind:phase
            Df   Sum Sq  Mean Sq F value   Pr(>F)    
phase        1 0.004728 0.004728 270.015 1.36e-09 ***
phase:treat  1 0.000018 0.000018   1.008    0.335    
Residuals   12 0.000210 0.000018                     
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 0.40422, df = 1, p-value = 0.5249


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.0018635, df = 1, p-value = 0.9656

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.95517, p-value = 0.774

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.96939, p-value = 0.8895

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.86197, p-value = 0.2354

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.89644, p-value = 0.2321

[1] "ANOVA"

Error: ind
          Df   Sum Sq  Mean Sq F value  Pr(>F)   
treat      1 0.000359 3.59e-04   11.49 0.00538 **
Residuals 12 0.000375 3.13e-05                   
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

Error: ind:phase
            Df    Sum Sq   Mean Sq F value   Pr(>F)    
phase        1 0.0009116 0.0009116  398.35 1.43e-10 ***
phase:treat  1 0.0000017 0.0000017    0.75    0.403    
Residuals   12 0.0000275 0.0000023                     
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 0.0013897, df = 1, p-value = 0.9703


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.58524, df = 1, p-value = 0.4443

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.79026, p-value = 0.06734

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.96528, p-value = 0.8517

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.82924, p-value = 0.1373

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.97789, p-value = 0.9526

[1] "ANOVA"

Error: ind
          Df    Sum Sq   Mean Sq F value Pr(>F)  
treat      1 0.0000985 9.851e-05   3.317 0.0936 .
Residuals 12 0.0003564 2.970e-05                 
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

Error: ind:phase
            Df    Sum Sq   Mean Sq F value   Pr(>F)    
phase        1 2.248e-05 2.248e-05  94.381 4.89e-07 ***
phase:treat  1 1.390e-06 1.390e-06   5.835   0.0326 *  
Residuals   12 2.858e-06 2.380e-07                     
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1
[1] "Paired T test for the sham between continuity and fragility"

	Paired t-test

data:  data$val[data$treat == 0 & data$phase == 1] and data$val[data$treat == 0 & data$phase == 2]
t = 14.174, df = 4, p-value = 0.0001438
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 0.001921671 0.002857878
sample estimates:
mean of the differences 
            0.002389774 

[1] "Paired T test for the SNI between continuity and fragility"

	Paired t-test

data:  data$val[data$treat == 1 & data$phase == 1] and data$val[data$treat == 1 & data$phase == 2]
t = 5.4599, df = 8, p-value = 0.0006016
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 0.0008433037 0.0020764776
sample estimates:
mean of the differences 
            0.001459891 

[1] "T test for sham VS SNI in continuity"

	Two Sample t-test

data:  data$val[data$treat == 0 & data$phase == 1] and data$val[data$treat == 1 & data$phase == 1]
t = -1.5588, df = 12, p-value = 0.145
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 -0.008271115  0.001372048
sample estimates:
 mean of x  mean of y 
0.05404712 0.05749665 

[1] "T test for sham VS SNI in fragility"

	Two Sample t-test

data:  data$val[data$treat == 0 & data$phase == 2] and data$val[data$treat == 1 & data$phase == 2]
t = -2.0841, df = 12, p-value = 0.0592
alternative hypothesis: true difference in means is not equal to 0
95 percent confidence interval:
 -0.0089579525  0.0001991184
sample estimates:
 mean of x  mean of y 
0.05165735 0.05603676 

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 0.25204, df = 1, p-value = 0.6156


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.032853, df = 1, p-value = 0.8562

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.93465, p-value = 0.6165

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.97517, p-value = 0.9352

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.89933, p-value = 0.37

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.98414, p-value = 0.9804

[1] "ANOVA"

Error: ind
          Df  Sum Sq  Mean Sq F value Pr(>F)
treat      1 0.00192 0.001916   0.426  0.526
Residuals 12 0.05398 0.004498               

Error: ind:phase
            Df    Sum Sq   Mean Sq F value  Pr(>F)   
phase        1 0.0010684 0.0010684  11.997 0.00468 **
phase:treat  1 0.0000008 0.0000008   0.009 0.92583   
Residuals   12 0.0010687 0.0000891                   
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 1.4969, df = 1, p-value = 0.2211


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.22466, df = 1, p-value = 0.6355

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.81309, p-value = 0.07683

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.97463, p-value = 0.9316

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.83239, p-value = 0.1126

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.96943, p-value = 0.8935

[1] "ANOVA"

Error: ind
          Df   Sum Sq   Mean Sq F value Pr(>F)
treat      1 0.000182 0.0001816   0.561  0.468
Residuals 12 0.003883 0.0003236               

Error: ind:phase
            Df   Sum Sq  Mean Sq F value  Pr(>F)    
phase        1 0.004035 0.004035 127.489 9.5e-08 ***
phase:treat  1 0.000021 0.000021   0.655   0.434    
Residuals   12 0.000380 0.000032                    
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 0.19447, df = 1, p-value = 0.6592


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.46438, df = 1, p-value = 0.4956

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.885, p-value = 0.2928

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.96257, p-value = 0.8342

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.88105, p-value = 0.2739

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.95843, p-value = 0.795

[1] "ANOVA"

Error: ind
          Df   Sum Sq   Mean Sq F value Pr(>F)
treat      1 9.45e-05 9.445e-05   0.637   0.44
Residuals 12 1.78e-03 1.484e-04               

Error: ind:phase
            Df    Sum Sq   Mean Sq F value   Pr(>F)    
phase        1 0.0004932 0.0004932  75.845 1.56e-06 ***
phase:treat  1 0.0000061 0.0000061   0.937    0.352    
Residuals   12 0.0000780 0.0000065                     
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1

rcardis
Note
	Bartlett test of homogeneity of variances

data:  val by phase
Bartlett's K-squared = 2.4507e-06, df = 1, p-value = 0.9988


	Bartlett test of homogeneity of variances

data:  val by treat
Bartlett's K-squared = 0.15752, df = 1, p-value = 0.6915

[1] 0 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.77012, p-value = 0.03113

[1] 1 1

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.93695, p-value = 0.5813

[1] 0 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.75906, p-value = 0.0244

[1] 1 2

	Shapiro-Wilk normality test

data:  data$val[data$phase == p & data$treat == t]
W = 0.95777, p-value = 0.7886

[1] "ANOVA"

Error: ind
          Df    Sum Sq   Mean Sq F value Pr(>F)
treat      1 0.0000004 4.400e-07   0.004  0.949
Residuals 12 0.0012233 1.019e-04               

Error: ind:phase
            Df    Sum Sq   Mean Sq F value Pr(>F)   
phase        1 1.972e-06 1.972e-06   9.499 0.0095 **
phase:treat  1 5.534e-07 5.534e-07   2.666 0.1285   
Residuals   12 2.491e-06 2.076e-07                  
---
Signif. codes:  0 ‘***’ 0.001 ‘**’ 0.01 ‘*’ 0.05 ‘.’ 0.1 ‘ ’ 1


