Figure 1 - Figure Supplement 1
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WT CACTTTGGAGTGATCGGCCCCCAGAGGGAAGAGGTGAGTGC  14.78%
CACTTTGGAGTGATCGGCCCC=AGAGGGAAGAGGTGAGTGC 41.16%
CACTTTGGAGTGATCGGCCC==AGAGGGAAGAGGTGAGTGC 25.91%
CACTTTGGAGTGATCGGCCCCE GAGGGAAGAGGTGAGTGC 10.72%
CACTTTGGAGTGATCGGCC—i-AGAGGGAAGAGGTGAGTGC  2.50%
CACTTTGGAGTGAT CCAGAGGGAAGAGGTGAGTGC  0.89%
indel CACTTTGGAGTGATCGGAOGIGAGAGGGAAGAGGTGAGTGC  0.70%
sequences | CACTTTGGAGTGATCG ICAGAGGGAAGAGGTGAGTGC  0.45%
CACTTTGGAGTGATCG=—CCCCAGAGGGAAGAGGTGAGTGC  0.34%
CACTTTGGAGTGAT ICAGAGGGAAGAGGTGAGTGC  0.24%
CACTTTGGAGTGATCGGCCCCeAGGGAAGAGGTGAGTGC  0.21%
CACTTTGGAG GGCCCCCAGAGGGAAGAGGTGAGTGC  0.16%
CACTTTG (CAGAGGGAAGAGGTGAGTGC  0.15%
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