Supplementary File 2. Oligonucleotides used in this study.
	Name
	Sequence (5’-3’)a
	Use

	AS096
	GTACCTGCAGGACGTCAGTACTGCCACGGAGGCATACGCAAACCGCCTCTCCC
	mCherry up

	AS097
	GTACCCCGGGAGATCTGTCGACGCCTAGGTGGCCTACTAGTATATAAACGCAG
	mCherry down

	AS098
	ATTCGCCACGGAGGCACCTTTCGTCTTCACC
	Fragment 1F, upb

	AS099
	GACAGCCTGAATGGCTCTAGGGCGGCGGATTTG
	Fragment 1F, downb

	AS100
	ATTCGCCATTCAGGCACCTTTCGTCTTCACC
	Fragment 2F, upb

	AS101
	GACAGCCTCACTGGCTCTAGGGCGGCGGATTTG
	Fragment 2F, downb

	AS102
	ATTCGCCAGTGAGGCACCTTTCGTCTTCACC
	Fragment 3F, upb

	AS103
	GACAGCCTAGGTGGCTCTAGGGCGGCGGATTTG
	Fragment 3F, downb

	AS104
	TTCACCTCGAGAATTGTGAGC
	PLlacO1-lacI/tetR, up

	AS105
	GACATCTAGATTAAGCTGCTAAAGCGTAG
	PLlacO1-lacI/tetR, down

	AS106
	TTCACCTCGAGTCCCTATCAG
	PLtetO1-cI, up

	AS107
	GGATCCTCTAGATCAAGCTGC
	PLtetO1-cI, down

	AS129
	ATTCGCCACGGAGGCTCTAGGGCGGCGGATTTG
	Fragment 1R, upb

	AS130
	GACAGCCTGAATGGCTCCTTTCGTCTTCACC
	Fragment 1R, downb

	AS131
	ATTCGCCATTCAGGCTCTAGGGCGGCGGATTTG
	Fragment 2R, upb

	AS132
	GACAGCCTCACTGGCTCCTTTCGTCTTCACC
	Fragment 2R, downb

	AS133
	ATTCGCCAGTGAGGCTCTAGGGCGGCGGATTTG
	Fragment 3R, upb

	AS134
	GACAGCCTAGGTGGCTCCTTTCGTCTTCACC
	Fragment 3R, downb

	AS135
	GCATGAATTCGGCTGTTCTGGTGTTGCTAG
	pZS*2 backbone, up

	AS136
	GTCAAGTACTCTCGAGGTGAAGACGAAAGG
	pZS*2 backbone, down

	AS142
	CTAGAAAAAGCCTCCGACCGGAGGCTTTTGT
	TtonB, fwd

	AS143
	CTAGACAAAAGCCTCCGGTCGGAGGCTTTTT
	TtonB, rev

	AS144
	CTAGATGGCGCGTTACCTGGTAGCGCGCCATTTTGTTTT
	Tcrp, fwd

	AS145
	CTAGAAAACAAAATGGCGCGCTACCAGGTAACGCGCCAT
	Tcrp, rev

	AS147
	GACAGCCTCACTGGCACCTCTAGAAAACAAAATGGC
	Fragment 2F-Tcrp, downb

	AS153
	GACAGCCTCACTGGCACCTCTAGACAAAAGCCTCCG
	Fragment 2F-TtonB, downb

	AS159
	TCCTCCTTAGTTCCTATTCC
	Integration of PtetO1-cI into folD, cam up

	AS160
	ACTTCGGAATAGGAACTAAGGAGGAAAATAGGCGTATCACGAGGC
	Integration of PtetO1-cI into folD, cI up

	AS161
	CATCAATAATAAGGCTTTATGCTAGATGCATTCCGCTTTGCGACTCAACCACTAGCAACACCAGAACAGC
	Integration of networks into attHK022, up

	AS167
	CATCCAGAGTCTTCGGGTCAGGGTTAAATTCACGGTCGGTGCACTTTAGGGCTTACCCGTCTTACTGTCC
	Integration of networks into attHK022, down

	AS168
	CACCGTCGCTGAGACTGAAAGCTTCATTTTTCGTCCATGATGGCGTTGTAGAAAAGTGCCACCTGCATCG
	Integration of PLtetO1-cI into folD, cam down

	AS170
	TTCTTAAATTATCTTAATCCTTAGACAAGGAAATAAATCAGTTCCAGATTTAGATCAAGCTGCTAAAGCG
	Integration of PLtetO1-cI into folD, cI down

	AS171
	CATCCCTATCAGTGATAGAGCTACGGAGCACATCAGCAGGACGC
	A-11C and T-7G substitution, fwd

	AS172
	GCGTCCTGCTGATGTGCTCCGTAGCTCTATCACTGATAGGGATG
	A-11C and T-7G substitution, rev

	AS195
	GACAGCCTAGGTGGCATTAAAGAGGAGAAAGGTACC
	Promoterless yfp, fwd

	AS198
	ATTAGCATGCTAATAGGTATCCTATGATTA
	wt Plac, fwd

	AS199
	TAATGAATTCTCCTTCTCGATCCGAGACGA
	wt Plac, rev

	AS206
	CATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGACATATGAATATCCTCCTTAG
	Integration of CamR into Plac, fwd

	AS207
	AAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCACAGCTGCAGGCATGCAAGC
	Integration of CamR into Plac, rev

	AS221
	TAAAACTATCAGCCAGGTCATTATCGCCTGGCTGATTTTTAGCTTACTGTCACCATCGAATGGCGCAAAA
	Integration of lacI into yeaH locus, fwd

	AS222
	TCATATTTAAAGCGATTGTAAGCTAATGTATGTAATAAATGAGATAATTTACAGCTGCAGGCATGCAAGC
	Integration of lacI into yeaH locus, rev

	AS225
	CATCTTAAGCGCCCTCGACCTTTATGGTTGAGGGCGTTTTGCTATGAACGCACCATCGAATGGCGCAAAA
	Integration of lacI into asnT locus, fwd

	AS226
	GAGACTACTGAATAACTCAAGTTTTATAATCGAGGGGAAAATGGTGATGGACAGCTGCAGGCATGCAAGC
	Integration of lacI into asnT locus, rev

	AS229
	GCAACATTCCAGCAGCGGTAACGACGTACCGCTGCTTTTTTTTGCCCCAACACCATCGAATGGCGCAAAA
	Integration of lacI into flhC locus, fwd

	AS230
	TCCACTGTTGACCATGACAGGATGTTCAGTCGTCAGGCGTTAACGCGCGAACAGCTGCAGGCATGCAAGC
	Integration of lacI into flhC locus, rev

	AS267
	TTGTCGGCGGTGGTGATGTC
	qPCR cysG, up

	AS268
	ATGCGGTGAACTGTGGAATAAACG
	qPCR cysG, down

	AS271
	CGTGCACATCAGACATTGTG
	yeaH-lacI junction, fwd

	AS272
	CGTTTTCGCAGAAACGTGGC
	lacI junctions, rev

	AS277
	GCCTGCAGCTTATGTCAACC
	flhC-lacI junction, fwd

	AS280
	GTCACTGACCTTAGTTGAAC
	asnT-lacI junction, fwd

	AS282
	GACAGCCTCACTGGCTCTAGGGAAGAGTTTGT
	Fragment 2F-T1T2, downb

	AS283
	TCGACTCTAGATGGCGCGTTACCTGGTAGCGCGCCATTTTGTTTTCTAGAGGTGCCAGTGAGGCACCTTTCGTCTTCACCTCGAGG
	Tcrp, fwd

	AS284
	TCGACCTCGAGGTGAAGACGAAAGGTGCCTCACTGGCACCTCTAGAAAACAAAATGGCGCGCTACCAGGTAACGCGCCATCTAGAG
	Tcrp, rev

	AS285
	TCGACTCTAGAAAAAGCCTCCGACCGGAGGCTTTTGTCTAGAGGTGCCAGTGAGGCACCTTTCGTCTTCACCTCGAGG
	TtonB, fwd

	AS286
	TCGACCTCGAGGTGAAGACGAAAGGTGCCTCACTGGCACCTCTAGACAAAAGCCTCCGGTCGGAGGCTTTTTCTAGAG
	TtonB, rev

	KTp38
	TCAGTGATAGAGATTGACATCCCT
	RNA purity, cI up

	KTp39
	CCCCACAACGGAACAACTCT
	RNA purity, cI down

	KTp45
	GACAGCCTCACTGGCTCTTAAGCTGCTAAAGCGTAG
	Fragment 2 without T1, downb

	KTp46
	ATTCGCCATTCAGGCTCTTAAGCTGCTAAAGCGTAG
	Fragment 2R without T1, upb

	KTp65
	GCTGTTGAGCCAGGTGATTT
	qPCR cI, up

	KTp66
	GGGATCATTGGGTACTGTGG
	qPCR cI, down

	KTp67
	AATACGCAAACCGCCTCTC
	qPCR lacI, up

	KTp68
	CAGTCGGGAAACCTGTCGT
	qPCR lacI, down

	KTp71
	GTTGTCACTGAAGCGGGAAG
	qPCR kanR, up

	KTp72
	GCAAGGTGAGATGACAGGAGA
	qPCR kanR, down

	KTp73
	ACTCATCACCCCCAAGTCTG
	Northern blot, cI probe 1

	KTp74
	GGATCATTGGGTACTGTGGG
	Northern blot, cI probe 2

	KTp75
	CCTGACTGCCCCATCCCC
	Northern blot, cI probe 3

	KTp76
	CTCGTCCTGCAGTTCATTCA
	Northern blot, kanR probe 1

	KTp77
	GCCAACGCTATGTCCTG
	Northern blot, kanR probe 2

	KTp90
	ATGGATCCTATTAAGCTGCTAAAGC
	PLlacO1-tetR/lacI, down

	KTp91
	ATGCATGCTCGAGAATTGTGAGC
	PLlacO1-tetR/lacI, up

	KTp93
	CGGTTTGCGTATTGGGCG
	Northern blot, lacI probe 1

	KTp94
	AGAAGATTGTGCACCGCC
	Northern blot, lacI probe 2

	5’_recA
	TGACTATCCGGTATTACCCGGCATGACAGGAGTAAAAATGGGGGATCCGTCGACCTGCAGTT
	recA deletion, up

	3’_recA
	AAGGGCCGCAGATGCGACCCTTGTGTATCAAACAAGACGATGTAGGCTGGAGCTGCTTC
	recA deletion, down


a Restriction sites are underlined; sequences of overhangs produced after restriction with BglI are italicized, annealing sequences are shown in bold. 
[bookmark: _GoBack]b Fragment number refers to gene position in the three gene array; F stands for “forward” orientation (opposite to the orientation of the kanamycin cassette), R for “reverse” orientation.

