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H1650 delE746-A750 Epithelial

A549 WT KRAS G12S Epithelial

PC9 delE746-A750 Intermediate

H23 WT Mesenchymal

H1650-M3 delE746-A750 Mesenchymal

H1703 WT PDGFR overexpression | Mesenchymal

H1975 L858R/ T790M Mesenchymal
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Figure 2-figure supplement 3




