Base substitution

T>G

T>C

C>T

>

A

>

gn01

LM_Si

LM_Sign02

0.3

S

0.15—

—

|
N

o
ueLieA Jo uonoeld

DNA motif

B Number of mutations in Sign.02
B Number of mutations in Sign.01

Pt26
Pt21
Pt2
Pt25
Ptl6
Pt18
Pt28
Pt3
Pt10
Pt23
Pt12
Pt29
Pt17
Pt9
Ptl
Pt22
Pt4
Ptl11
Pt5
Pt7

20

15

Associated with
aﬂitoxin

000

520
0S50
GL0
00}
aoue)sip

2UIS0D

Associated with
tobacco smoking

Sign01

Sign02

29 30

23 24

19 20

14

11

5

Estimated similarity to COSMIC signature (SBS1-30, v2)

Sample



