Figure 4-figure supplement 1

Without synSeparator
A2 g
204 : : Kok Incubation time
?( Unprocessed
£ 15+
3 * Upstream seq.
g 10 - *%*  Two gRNAs
< : *%% Downstream seq.
Z g ' *kk #%%+ Unprocessed
B 51y
O——1 —1 \ \ \ —
25 50 80 150 300
(marker) Size [nt]
| I I I I
25 50 80 150 300
(marker) Without synSeparator
B25  sigasn
~ 20 Incubation time
<D( 2min
= 154 3 :
:C, —_—— *kkk
o o *  Upstream seq.
E 10+ : *% Two gRNAs
< H *%% Downstream seq.
Z 5 V Hkk *%%% Unprocessed
zZ _
* ok
00— \ \ \ \
25 50 80 150 300
(marker) Size [nt]
Without synSeparator
C 25
20 Incubation time
<D( = 5 min
§ 154
o * Upstream seq.
£ 10+ ** Two gRNAs
< *%% Downstream seq.
Z 5 #%%% Unprocessed
£ _
O -1
25 50 80 150 300
(marker) Size [nt]
Without synSeparator
D 25 AR A
~ 20 Incubation time
<D( === 10 min
5
o * Upstream seq.
% *%*  Two gRNAs
< #*%% Downstream seq.
zZ *%%% Unprocessed
14

25 50 80 150 300
(marker) Size [nt]
Without synSeparator

m

Incubation time

== 30 min

* Upstream seq.
*%* Two gRNAs

*%%% Unprocessed

RNA amount (AU)

25 50 80 150 300
(marker) Size [nt]
Without synSeparator
F 25
—~ 20 Incubation time
D .
< mmm 60 min
2 15+
] * Upstream seq
£ 10 # Two gRNAS
< *%% Downstream seq.
Z 54 #%%% Unprocessed
14
O -1
25 50 80 150 300
(marker) Size [nt]

*%% Downstream seq.

With synSeparator
G259 umgush
3 20 *kkk Incubation time
§ Unprocessed
S 15
g Upst
i *  Upstream seq.
g0 #% Two gRNAS
Z *%% Downstream seq.
X s5- H #%%% Unprocessed
* * ok KEX
0 T T T T T
25 50 80 150 300
(marker) Size [nt]
With synSeparator
H 25 5 AE
35 20 Incubation time
< : i
Z 1 : : 2 min
5 157 —_—
o] e :
g 104 Fxkx *  Upstream seq.
< *%  Two gRNAs
zZ Kk #*%% Downstream seq.
¥ s5- : . #x%*% Unprocessed
Y o«
0 T T \ T T
25 50 80 150 300
(marker) Size [nt]
With synSeparator
I 2 s e AT
35 20 Incubation time
< ’
et === 5 min
c
>3
o]
€ # Upstream seq.
g *%* Two gRNAs
= #*%% Downstream seq.
4 *%%% Unprocessed

(39

RNA amount (AU)

A

RNA amount (AU)

RNA amount (AU) ™
N - ) N
o (¢} o [6)]

| | | |

(&)}
1

o
|

25 50 80 150
(marker) Size [nt]

300

With synSeparator

Incubation time

== 10 min

* Upstream seq.
*%* Two gRNAs
*%% Downstream seq.
*%%% Unprocessed

25 50 80 150
(marker) Size [nt]

300

With synSeparator

Incubation time

=== 30 min

* Upstream seq.
*%  Two gRNAs
*%% Downstream seq.
#%x+ Unprocessed

25 50 80

150
Size [nt]

300
(marker)

With synSeparator

Incubation time
= 60 min

*  Upstream seq.
*%  Two gRNAs
*%% Downstream seq.
#%%% Unprocessed

25 50 80

150

(marker) Size [nt]



