>

2 4

0

Log2 FC (translated mRNA)
-2

-4

2

0

|

-2

1

Log2 FC (translated mRNA)

-4

| ® mRNA down (39)

e TEdown (189)

TE up (127)

mRNA up (41)

HCT116

T
-2 0 2 4
Log2 FC (total mRNA)

| ® mRNA down (72)

TE up (245)
® TEdown (177)
mRNA up (50)

HCT15

I

0
Log2 FC (total mRNA)

HPRT

HPRT

HCT116 TE up
141

HCV"I'jVS TE up
205

¥

B
HCT116 T Y~"HCT15 TE
down down
80- HCT116
g i -e: Control
nE: . . -2 shKSR1
® 3 )
;3 40- RS
£ S
@ 20 ) LR
§ L .
& A ’;:: = .!’ '.
0 T T ¥ T T T
3 4 5 6 7 8
Low MW High MW
Sucrose Gradient Fractions
60- HCT15
< e Control
- 1 -+ shksri1
£ w- O
3 ol
g PR SR
£ 20- SN 2
: ' PRF 2 *
=~ [
0 T 1 1 1 T 1
3 4 5 6 7 8
Low MW High MW

Sucrose Gradient Fractions

D

HCT116
CHX (Hours): 0 2 4 6
Y T NS —
100kD — e == KSR1
50kD_ B — — —— .
“u WS WS> W | B actin
50kD — —
75kD —|
- e T ¥ | Lamin B2
E HCT116
Control KSR1 CRISPR
MG132 - + - + - r . e
CHX - - + + - - + +
——
100kD — -— KSR1
S0KD | e i < c——— | B 2CtIN
50kD — _
— — EPSTI
75kD — )
_— —— S e —— —- Lamin B2




