
highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V2

V3

V4

highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V2

V3

V4

V5

highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V2

V3

V4

V5

V6

highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V2

V3

V4

V5

V6

V7

highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V2

V3

V4

V5

V6

V7

V8

highland lowland wild

0.00

0.25

0.50

0.75

1.00

A
nc

es
tr

y

Population

V10

V2

V3

V4

V5

V6

V7

V8

K=3

K=4

K=5

K=6

K=7

K=9

Figure 1-figure supplement 6: (a) ADMIXTURE ancestry coefficients for K ranging from 3 to 7 and 
9. Each vertical bar represents an accession, and the color proportions on the bar correspond to the 
genetic ancestry. (b) Cross-validation error in ADMIXTURE run.
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