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Figure 4-figure supplement 2: Haplotypes of two genes, CqPP2C (a) and CqRING (b) associated with seed
size in quinoa. The geographic origin of the accessions and haplotype networks are displayed below the gene
structure. The frequency of haplotypes is correspondent to the circle size. The color of the pie chart depicts the
population. Crosslines represent the number of nucleotide polymorphisms between haplotypes.



