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Gpr161 mut1-neo

Gpr161 mut1

Gpr161 mut1 allele in BAC

GcCgcGGCCgcAgcGGTCAAGGCCCGAAAG
V     K      A     R     K A

NotI

A A A A

attctaccgggtaggggaggcgcttttcccaaggcagtctggagcatgcg

ctaaatgttttttaaaaggcaatacagaaagcaacagcaaagcaaatagaaagcagattaggataattcctctctcccctc
cctgtcttcttttctagCTACTACGCCGTCCTGTATCCAATGGTGTACCCCATGAAGATCACAG
GGAACCGAGCTGTGATGGCTCTCGTCTACATCTGGCTCCACTCTCTCATTGGCTGT
CTGCCGCCCCTATTTGGTTGGTCATCGGTGGAGTTTGATGAGTTCAAGTGGATGTG
TGTGGCCGCGTGGCACCAGGAACCCGGCTACACCATTTTCTGGCAGATCTGGTGT
GCCCTGTTCCCCTTTCTCATCATGCTAGTGTGCTACGGTTTCATCTTCCGGGTGGC
CAGGGcCgcGGCCgcAgcGGTGCACTGTGGCACGGTGGTCACTGTGGAGGAGGA
CTCTCAGAGGAGCGGGAGGAAGAATTCTAGTACCTCCACTTCCTCCTCCGGCAGT
AGGAGGAATGCCCTTCAAGGAGTGGTCTATTCAGCTAACCAGTGCAAAGCCCTCAT
CACCATCCTGGTGGTCATTGGCGCCTTCATGGTCACCTGGGGCCCCTACATGGTT
GTCATTACCTCAGAGGCACTCTGGGGGAAGAACTGTGTCTCCCCAACCCTGGAGA
CTTGGGCCACATGGCTGTCCTTTACCAGTGCCATCTGCCACCCTCTGATCTACGGA
CTCTGGAACAAGACTGTGCGCAAGGAGCTCCTGGGCATGTGCTTTGGGGACCGT
TATTACCGGGAATCCTTTGTGCAGCGACAGAGGACCTCCAGGCTCTTCAGCATTTC
CAACAGGATCACAGgtaactaggaaaaagaccctcacacctcaggcagatgtcacccggggtccttcccagtg
gctaagggcagtgtcagggtggctgtggtctcaaggctgaagcggccgcGAAGTTCCTATTCTCTAGAAA
GTATAGGAACTTC

F1 R2
H=HindIII 

4.1 kb 4.8kb


