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Figure 2 – figure supplement 1. CRISPR–Cas9 targeting strategy for Sp140–/– and validation of 
founders. (A) Mouse Sp140 gene. Guide RNA sequence for CRISPR–Cas9 targeting and protospac-
er-adjacent motif (PAM) are indicated. (B-C) Sp140 locus in wildtype (WT) and 2 independent founders of 
Sp140–/– validated by sequencing. (D) Immunoblot for SP110 using BMMs from mice of the indicated 
genotypes. Intervening lanes have been removed for clarity (indicated by line in the image). (E) M. tuber-
culosis-infected mice were harvested for CFU at 25 days post-infection. Empty and filled triangles indicate 
the two independent lines of Sp140–/– used in this infection. All mice were bred in-house and Sp140+/– 

were littermates with Sp140–/– line 2. Mann-Whitney test, *, p ≤ 0.05; **, p ≤ 0.01; ***, p ≤ 0.005.
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