
TNF + +Sp140–/–

BMMs

Ifnb Ifit3 Gbp4
0

2

4

6
B6
B6.Sst1S

Sp110–/–

Sp140–/–

B6
B6.Sst1S 
Sp110–/–

Sp140–/–

R
el

at
iv

e 
ex

pr
es

si
on

 
(n

or
m

al
iz

ed
 to

 h
ou

se
ke

ep
in

g 
ge

ne
s) Untreated TNF

A

Ifnb

0.0

0.5

1.0

1.5

2.0

R
el

at
iv

e 
ex

pr
es

si
on

 (n
or

m
al

iz
ed

 to
 R

ps
17

)

(p = 0.0414)*

B

SINV-mNeonGreen SINV-Sp140

TNF + +Sp140–/–

BMMs
SINV-mNeonGreen SINV-Sp140

Tnfa

0.0

0.5

1.0

1.5

R
el

at
iv

e 
ex

pr
es

si
on

 (n
or

m
al

iz
ed

 to
 R

ps
17

)

NS (p = 0.273)

Figure 2 – figure supplement 4. Complementation of hyper type I IFN responses in Sp140–/– BMMs. 
(A) BMMs were left untreated or treated with TNF-α for 24 hours. Total RNA was used for RT-qPCR. Aver-
ages of technical duplicates for one biological replicate are shown. Data is representative of two indepen-
dent experiments. (B) RT-qPCR of Sp140–/– BMMs transduced with either control SINV-minC-
MV-GAL4-mNeonGreen (SINV-mNeonGreen) or SINV-minCMV-Sp140 (SINV-Sp140), primed with 5 ng/mL 
IFN-γ for 14 hours and treated with 10 ng/mL TNF-α for 4 hours.  *, p ≤ 0.05 calculated with an unpaired 
t-test with Welch’s correction. Data are representative of two independent experiments.  
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