[bookmark: _GoBack]Table 1. Sequences of primers used for genetic constructs and PCR screening. Bold letters indicate restriction sites. protospacer sequences are underlined, ultramer sequences that correspond to the flanking regions of the gene are in italics 
	Primer No.
	Primer Name
	Sequence

	1
	BamHI-TcMscS Forward
	5’-GGATCCATGAAACGCTTTTTCAATCGCT-3’

	2
	HindIII-TcMscS Reverse
	5’- AAGCTTTCACTGCTTGGTTGCGTTGT-3’

	3
	Blasticidin Forward
	5’-ATGGCCAAGCCTTTGTCTCA-3’

	4
	Blasticidin Reverse
	5’-TTAGCCCTCCCACACATAAC-3’

	5
	-167 bp TcMscS downstream
	5’TGGCACGATCGGTGTCGATA-3’

	6
	-400bp TcMscS downstream
	5’- GTAATTTGTCCCTTCCTGGG-3’

	7
	sgRNA 1 Forward BamHI 
	5’‑GATCGGATCCGTAAGCGCTTTTCTGGTGCAGTTTTAGAGCTAGAAATAGC-3’

	8
	sgRNA 2 Forward BamHI 
	5’‑GATCGGATCCGGTGTAACAGGGGCCACAATGTTTTAGAGCTAGAAATAGC-3’

	9
	sgRNA 3 Forward BamHI
	5‑GATCGGATCCGGTCAACAGTCAATTCGAACGTTTTAGAGCTAGAAATAGC-3’

	10
	sgRNA Reverse
	5’‑CAGTGGATCCAAAAAAGCACCGACTCGGTG-3’

	11
	100 bp 3’-end-Blasticidin Forward Ultramer
	5’AACATTTGTGATGAAACGCTTTTTCAATCGCTTCTATCTTGACACTGGCATTATTGCTGACCCCAGTCAACGTAGCCTCGCTAGTCGAGTAAGCGCTTTTATGGCCAAGCCTTTGTCTCA-3’

	12
	100 bp of 3’-UTR-Blasticidin Reverse Ultramer
	5’TCACTGCTTGGTTGCGTTGTCTCCAGGTGTCTTGACAACGTCTTGTTTAGGGAGATCTGTTTCATGTGGGTTCTGCTTCTTTTCTTGTTCCCATGTCACTTTAGCCCTCCCACACATAAC-3’

	13
	100 bp 5’-UTR-Blasticidin Forward Ultramer
	5’CGCTGCGCCTTTGCTTGTTGGCGTGTCGAACACTCTTTTTTTTTTTTTTTTTTTTGCTTTTTTTCTTTAACGCGTCGGTGAAGAGAGAGAAACATTTGTGATGGCCAAGCCTTTGTCTCA-3’

	14
	3’-UTR-Blasticidin Reverse Ultramer
	5’CGGAGTTCAGAAAACCCAGCGAGACATGGTGAAACACAAGACGTTCTCAAACACATTCTTATTCCTCATTCCTTACTCCAGAAAAGTAAAGGTCACTCCCTTAGCCCTCCCACACATAAC-3’

	15
	GAPDH Forward
	5’- CAGAGCCTCAGTGTTGGTG-3’

	16
	GAPDH Reverse
	5’-TCAATACTCACTCTTGTTTGG-3’

	17
	PAM-MutationForw
	5’-CAGGGGCCACAATTGCATTTGCTTGCAAGGA-3’

	18
	PAM-MutationRev
	5’-TCCTTGCAAGCAAATGCAATTGTGGCCCCTG-3’

	19
	HindIII-TcMscS Forw
	5’-AAGCTTATGAAACGCTTTTTCAATCGCT-3’

	20
	Xho-TcMscSnonstopRev
	5’-CTTAGGCTCGAGCTGCTTGGTTGCGTTGTC-3’

	21
	HindIII-TbMscS Forw
	5’-CTTAGGAAGCTTATGAAGCGATTTTTTGACAAG-3’

	22
	Xho-TbMscSnonstopRev
	5’-CTTAGGCTTGAGCCTGACTTTACTTCGTTC-3’
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