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Upregulated Gene GO Term #of genes  P-value
regulation of transcription 118 1.71E-7
PRT4165_rep2 anatomical structure development 159 2.86E-7
PRT4165_rep1
1.0 Eﬁﬂg‘g 65J39F’3 Downregulated Gene GO Term #of genes  P-value
DMSO_:gE1 regulation of embryonic development 17 9.34E-10
DMSO rep2 transmembrane receptor signaling 20 1.8E-9
0.0 -rep multicellular organismal development 49 5.15E-9

Figure 4 - figure supplement 1: Replicate structures of ChiP-seq and RNA-seq experi-
ments involving drug treatments.



