Coding sequence of a gene Counts

... ATG|CGCIATC|CGA|TGC|CGA[TGG|CCG[TAG Observed dN < 2
AGC|TTA|GCC|CGG[TTA[TAG|CCCIAAGIGCT = S0 = S~ 2
CGC|CGA|TTA|GCG|CTA|TAC|GGGIAGGITAA ...

Take into account the 3-nucleotide context
of every observed mutation

.. ATG|CGCIATC|CGAITGCICGA[TGGICCG[TAG ; N2 g
AGC[TTAIGCCICGGITTATAGICCCIAAGIGCT ~— = Permutedd

Permuted dS = 3
CGC|CGA|TTA|GCG|CTA|TAC|GGG|AGGITAA ...

Derive the expected number of mutations
with the same 3-nucleotide context
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