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P=0.51

Normal-like breast cancer HR (high vs. low) = 0.651
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Luminal A breast cancer HR (high vs. low) = 1.15

P=0.63
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Luminal B breast cancer HR (high vs. low) = 0.834

P=0.88
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HER2-enriched breast cancer HR (high vs. low) = 1.14

P=0.68
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HR (high vs. low) = 0.846

P=0.75
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All breast cancer HR (high vs. low) = 1.12

P=0.39
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