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Normal-like breast cancer HR (high vs. low) = 8.51

P=0.052

0 50 100 150 200
0

25

50

75

100

Time (weeks)

S
u

rv
iv

a
l(

%
)

Low SLC16A3 mRNA
High SLC16A3 mRNA

Luminal A breast cancer HR (high vs. low) = 0.668

P=0.51
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Luminal B breast cancer HR (high vs. low) = 1.83

P=0.20
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HER2-enriched breast cancer HR (high vs. low) = 1.64

P=0.31
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HR (high vs. low) = 2.43

P=0.18
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All breast cancer HR (high vs. low) = 2.07

P=0.0002
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