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	Quartile 2
	Quartile 3
	Quartile 4
	P for trend 
(adjusted for batch)
	P for trend (adjusted for SVs)
	
	Mediation effect

	CpGs
	Effect size (se)
	P 
	Effect size
	P 
	Effect size
	P 
	
	
	
	Proportion mediated, %
	P 


	cg26334131
	0.016 (0.087)
	0.853
	0.090 (0.087)
	0.302
	0.197 (0.089)
	0.026
	0.003 
	0.003 
	
	-31.62
	0.168

	cg05740632
	0.080 (0.087)
	0.355
	0.137 (0.088)
	0.118
	0.163 (0.089)
	0.066
	0.013 
	0.033 
	
	-3.21
	0.126

	cg21210537
	0.146 (0.088)
	0.097
	0.182 (0.091)
	0.045
	0.175 (0.094)
	0.064
	0.027 
	0.095 
	
	-8.19
	0.197

	cg19583211
	0.058 (0.087)
	0.504
	-0.068 (0.088)
	0.436
	-0.064 (0.088)
	0.466
	0.047 
	0.058 
	
	2.73
	0.270 

	cg20302171
	0.097 (0.087)
	0.264
	0.110 (0.087)
	0.204
	0.153 (0.089)
	0.085
	0.051 
	0.313 
	
	-
	-

	cg08106661
	-0.007 (0.088)
	0.94
	-0.186 (0.094)
	0.047
	-0.147 (0.099)
	0.139
	0.095 
	0.268 
	
	-
	-

	cg08484100
	0.016 (0.086)
	0.854
	0.078 (0.088)
	0.374
	0.056 (0.089)
	0.531
	0.265 
	0.722 
	
	-
	-

	cg13311494
	0.115 (0.087)
	0.183
	0.001 (0.086)
	0.992
	-0.119 (0.088)
	0.178
	0.150 
	0.020 
	
	-
	-

	cg11630610
	0.047 (0.088)
	0.591
	0.095 (0.087)
	0.275
	0.032 (0.088)
	0.717
	0.209 
	0.485 
	
	-
	-

	cg05681643
	-0.005 (0.086)
	0.949
	0.080 (0.087)
	0.355
	0.104 (0.090)
	0.251
	0.196 
	0.617 
	
	-
	-

	cg20562821
	0.160 (0.088)
	0.069
	0.100 (0.090)
	0.269
	0.102 (0.091)
	0.264
	0.192 
	0.921 
	
	-
	-

	cg24792179
	0.037 (0.087)
	0.675
	0.039 (0.088)
	0.661
	0.052 (0.090)
	0.568
	0.236 
	0.843 
	
	-
	-

	cg10643850
	-0.009 (0.088)
	0.915
	-0.046 (0.088)
	0.602
	0.070 (0.089)
	0.432
	0.269 
	0.900 
	
	-
	-

	cg22794712
	0.066 (0.087)
	0.448
	0.042 (0.089)
	0.639
	-0.087 (0.091)
	0.338
	0.217 
	0.150 
	
	-
	-

	cg06358566
	0.064 (0.086)
	0.461
	0.049 (0.087)
	0.571
	-0.087 (0.088)
	0.322
	0.333 
	0.914 
	
	-
	-

	cg02591826
	-0.096 (0.086)
	0.266
	-0.101 (0.087)
	0.244
	-0.091 (0.089)
	0.304
	0.294 
	0.550 
	
	-
	-

	cg11754670
	0.088 (0.088)
	0.317
	0.062 (0.089)
	0.484
	0.026 (0.090)
	0.774
	0.489 
	0.425 
	
	-
	-

	cg07560408
	-0.021 (0.088)
	0.815
	0.031 (0.087)
	0.725
	0.040 (0.089)
	0.653
	0.331 
	0.495 
	
	-
	-

	cg07219103
	0.137 (0.087)
	0.116
	0.155 (0.089)
	0.081
	0.003 (0.092)
	0.972
	0.440 
	0.231 
	
	-
	-

	cg02386575
	0.025 (0.086)
	0.770
	-0.072 (0.086)
	0.407
	0.005 (0.087)
	0.954
	0.633 
	0.444 
	
	-
	-

	cg10400937
	-0.007 (0.086)
	0.934
	-0.031 (0.087)
	0.726
	-0.037 (0.088)
	0.674
	0.673 
	0.909 
	
	-
	-

	cg16639138
	0.043 (0.086)
	0.618
	0.072 (0.086)
	0.407
	-0.005 (0.087)
	0.951
	0.490 
	0.196 
	
	-
	-

	cg23398826
	-0.126 (0.086)
	0.146
	-0.032 (0.087)
	0.713
	-0.119 (0.088)
	0.176
	0.646 
	0.769 
	
	-
	-

	cg15833447
	-0.183 (0.087)
	0.035
	-0.109 (0.088)
	0.217
	-0.176 (0.089)
	0.049
	0.514 
	0.023 
	
	-
	-

	cg01545454
	-0.067 (0.087)
	0.438
	-0.100 (0.088)
	0.255
	-0.081 (0.088)
	0.357
	0.797 
	0.280 
	
	-
	-


CpG = cytosine-phosphoguanine site; SE = standard error; SV = surrogate variable.
Effect size is for the comparison with quartile 1. Multivariable model was adjusted for: age, sex, education level, marital status, smoking, drinking, physical activity, diet score, body mass index, fasting time, study area, and batch or SVs. Mediation analysis was performed for significant CpGs (P for trend < 0.05) only.
