
166,580 p.
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no alignment
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3.7 Å
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3.9 Å
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particles
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Refine3D
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Refine3D

Refine3D
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3.0 Å

Refine3D
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Polish
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crYOLO: 1,256,734 particles
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966,945 particles
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'Intact' complex
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8 Å
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processing steps
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