crYOLO: 1,256,734 particles

. cryoSPARC
: 2D classification

966,945 particles

y

Ab-initio

a

Hetero-refinement

Refine3D ‘ wg Class2D
CtfRefine, Polish hy Refine3D
J Dissociated 294,399 p.
peripheral arm 3.0A4

Peripheries 3.5 &

y

Class3D:
no alignment
12 classes, T=40

441,265 p.
'Intact' complex
525,680 p.
Class3D:
Subtract Multi-Body Subtract no alignment
peripheral refinement membrane arm 12 classes, T=40
arm

- ]
Peripheral arm <4 R | Subtract
Membrane arm >10 & : peripheral arm
Refine3D % | Multiple
membrane ; | processing steps
arm
‘I Initial model
8 A
Class3D:
local alignments
10 classes, T=12
110,258 p.
Refine3D Class3D:
Subtract nanodisc no alignment
Refine3D 8 classes, T=40
~ Refine3D:
best class
—

3.94
37,441 p.

394
particles Improved peripheries
Refine3D: Phenix
perlp;irsakl arm resolve_cryo_em

v

3.24
Fully intact
peripheral arm

Revert original

2.1 48
peripheral arm

3.7R
membrane arm

134,976 p. 166,580 p.
Refine3D
Refine3D Class2D
Refine3D

v

294

151, 357 p.
3.0

\

Polish

JoinStar
2. 6 A Refine3D 2.8 &

CtfRefine

<

Phenix

resolve_cryo_em



