
210       220       230       240       250       260       270       280       290       300 
=========+=========+=========+=========+=========+=========+=========+=========+=========+=========+ 

Phy0000DAF_ASHGO           PD-A-------------------QS-EELSSLRRSISLSRCMNVRRQASRISDNIYQPPP-------RASHSY-GSLA---------PAR---------- 
Phy00044AQ_CANGA           ID-V-------------------LN-RKNSLNRENITLSKCIGVRRKSSTISNNVYTNDADPE----VSTSKYG-TLTYMDYTSWDKFRKSN-FNSDEYG 
Phy0008MW5_KLULA           AT-S-------------------AN-SDSEDIRKEIELDKCVSVRMLRSKISKNVYNSGYGATNVGTTLS-NNGSVNQ---------DSN---------- 
Phy000CW5E_YEAST           QES-ANTYC--NDMSHNDDCGCSTEYRPNVVDRSDITLSKCIEVRNDSSSISNNVYSSEYHPIKPLRSSSSTYG-SIRQ--------------QP----H 
Phy000JP94_VANPO           TNE-DNLNN-----LLNN----TFERKSILSARGNITLSQCVKVRTNSSTLSNNVYSGSYE------NSKPKYG-STDV------------KVLQNHD-S 
Phy000JQ9E_KLUWA           NQ-M-------------------MQ-EEQDLIRNNITLSKCIDVKQRASHISQNVYSSENNNNGSRAVDS--N-GAPS---------PEG---------- 
Phy000NMEN_SACBA           QDS-ANWYS--NSISYKDDRVCGTENHHNFVKRSDITLSKCIGVRNDSSSISNNVYSSDYHPIKPLHSTSSAYG-SIHQ--------------QSHENNI 
Phy000NSBF_SACCA           HN-NNNINTSSNNNNNNN----IHHRPHHLPNRKNITLSKCVDIRKQASNISNNVYSSSHG---EEHHQANGYG-SINA--------------ESS---N 
Phy0023Z7C_SACKL           QQ-Q-------------------KQ-EEDDTIRTNISLSKCMDVRRNSSNISENVYYHDVEQIPLLTQQTSREIKYGS---------DNE---------- 
Phy002409J_LACTH           SK-M-------------------MQ-DEQDLARSNITLSKCIDVKRRTSHISENVYCHENSQPPQGAQS---P-NSAA---------AEG---------- 
Phy00245AX_ZYGRO           LLD-RN---------SG-----------SSTNRDDITLSKCLDVRRDSSSISNNVYYSEIDAQ----NNQKGYG-TMSD--------------DG----- 
Phy003LW07_51914           ------------------------HQPHLQRTPSDVNLSWLVSHIRNNDPIAQNVYYQGNESVINGLASQ------V-----------QTYDS------- 
Phy003M2LW_51660           I-------------------------------IHNLSLNNCITLRKNYNNISNNVYDQSDSTT---QDNHNAYG-T------------------------ 
Phy004F36L_588726          PVS-TSQSN------GVK----INGTDDAHLERKDITLSRCVKMRHLSSSISSNVYSSELKPLNSN-PSPQTYK-T------------------------ 
Phy004F6LU_1071379         VN-T-------------------FS-DEYQSLRKKISLSNCTKLRLSSSSISNNIYKNSTL-TSNLNSPPSSA-GTKTNNHNSNNNNNNNSNN-MVNTSG 
Phy004FDOZ_TETPH           IL-D-----NADD------NYAIKNTRLPSKSRDEISLSQCLKVRYSSSTLSNNVYSSLSKTVNPSYGS-------T-----------NNNVK-NHDDPT 
Phy004FGEP_KAZAF           HNN-TNHSP--------------------SINRQNITLSKCVGVRRVSSSISSNVYSSDLT------KYHSKYG-SIDD--------------------- 
Phy004FJBO_NAUDC           QIHSDN---------IGS----------PILDRKKISLSMCVDVRRQSSKISDNVYCSKS---------NHGYG-SSST--------------S------ 
Phy004FYLI_TORDC           ----------------------------DSDVRDNITLAKCVGLRSISSTISQNVYCAD-------------YG-SIRK--------------PV----- 
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