BASE EXCISION REPAR

Oxidized or ring-saturated base. Deaminated, alkylated or mismatched base
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GenelD logFC [adj.P.Val | KEGG abreviation [[Product Description
PF3D7_1361900 1,144 0,00723 PCNA proliferating cell nuclear antigen 1
7_0614800 1,338 0,00634 NTH ] putative
D7_0308000 1,617 0,00384 Pold DNA polymerase delta small subunit, putative
D7_1415000 0,11 0,846 UNG uracil-DNA glycosylase
7_1129500 0,641 0,0121 MUTY A/G-specific adenine putative
PF3D7_1467100 0,201 0,359 MPG DNA-3 i putative
PF3D7_1332600 0528 0,0336 APE1/APEX apurini Apnl, putative
PF3D7_0625300 0,128 0,731 Dpol 1, putative
PF3D7_1411400 0,243 0,503 Dpol plastid replication-repair enzyme
PF3D7_1226600 0,724 0,0708 PCNA i cell nuclear antigen 2
PF3D7_1017000 0,961 0,0285 Pold DNA polymerase delta catalytic subunit
PF3D7_0630300 0,761 0,185 Pole DN, epsilon catalytic subunit A, putative
PF3D7_1234300 0,29 0,208 Pole DNA epsilon subunit B, putative
PF3D7_1304100 0,411 0,526 Ligl DNA ligase |
PF3D7_0408500 0,152 0,723 Fenl flap 1
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