Lifecycle reference

RNAseq data from
Lépez-Barragan et
al, 2011

Alignment to 3D7
reference using
subread v1.4.6

A

Control for parasite lifecycle
stage and other unwanted
variation using RUV 0.9.6

Non-var differential

expression analysis
using limma/Voom

Expression of transcripts
inferred using Salmon
v0.14.1

Assembled contigs
using the pipeline of
Tonkin-Hill et al.,
2018

\/

Domain and homology
blocks from Rask et al.,
2010 identified using
HMMER v3.1b2

Differential expression
analysis using DESeq2

Domain and segments from
Tonkin-Hill et al., 2018
identified using USEARCH
v11.0.667

Quantify expression using
Subread v1.4.6 and
featureCounts v1.6.4

Alignment of reads
to denovo assembled

transcripts




