Figure 4 - supplement figure 2
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tethered peptide (993 - 1008)

TSFSILMSPDSPDPSS
TSFSILMSPDSPDPGS

TM1 (1009 - 1038)

LLGILLDIISYVGVGFSILSLAACLVVEAV
LLKILLDIISYIGLGFSIVSLAACLVVEAM

TM3 (1088 - 1113)
CVAATFFIHFFYLSVEFFWMLTLGLML
CVAATFFIHFFYLSVFFWMLTLGLML

TM5 (1175 - 1200)
LAFATPALIIVVVNITITIVVITKIL
LAFAIPALIIVVVNVSITVVVITKIL

TM7 (1246 - 1271)
NLVFHIIFAILNVFQGLFILLFGCLW
NAVFHIIFTLLNAFQGLFILLEFGCLW

ICL1 (1039 - 1054)
VWKSVTKNRTSYMRHT
VWKSVTKNRTSYMRHI

ICL2 (1114 - 1130)
FYRLVFILHETSRSTQOK
FYRLIFILHDASKSTQK

ILC3 (1201 - 12009)
RPSIGDKPC
RPSIGDKPG

TM2 (1055 - 1080)
CIVNIAASLLVANTWEIVVAAIQDNR
CIVNIAFCLLIADIWEFIVAGAIHDGR

TM4 (1131 - 1152)
AIAFCLGYGCPLAISVITLGAT
ATIAFSLGYGCPLIISSITVGVT

TM6 (1210 - 1239)

KOQEKSSLFQISKSIGVLTPLLGLTWGEFGLT

ECL1 (1081 - 1087)
YILCKTA
YPLNETA

ECL2 (1153 - 1174)
QPREVYTRKNVCWLNWEDTKAL
QPQEVYMRKNACWLNWEDTRAL

ECL3 (1240 - 1245)
TVFPGT

KQEKSSLFQISKSIGVLTPLLGLTWGFGLA TVIQGS

Ct tail (1272 - 1348)
DLKVQEALLNKFSLSRWSSQHSKSTSLGSSTPVEFSMSSPISRRENNLFGKTGTYNVSTPEATSSSLENSSSASSLLN
DQKVQEALLHKFSLSRWSSQHSKSTSIGSSTPVESMSSPISRRENNLEGKTGTYNVSTPETTSSSLENSSSAYSLLN



