
Appendix Table 1. Alignment of the human aGPCR tethered agonist and ECL2 sequences. 
Conserved residues mentioned in the text are highlighted in red and bold. Asterisks indicate aGPCRs for which GPS cleavage has not be shown to date.

	Gene symbol
	N-terminal part of the CTF (tethered agonist, from GPS cleavage until TM1)
	ECL2
	Uniprot

	ADGRA1*
	 
	                 RNYGTEDEDTAYCWMAWEPS
	Q86SQ6

	ADGRA2*
	GNVAVLMELSAFPREVGGAGAGLHP
	                    HNYRDHSPYCWLVWRPS
	Q96PE1

	ADGRA3*
	SNYAVLMDLTGSELYTQAASLLHP
	                  KNYGSRPNAPYCWMAWEPSLGA
	Q8IWK6

	ADGRB1
	STFAILAQLSADANMEKATLPS
	                    AKGYSTMNYCWLSLEGGLLY
	O14514

	ADGRB2
	STFAVLAQPPKDLTLELAGSPSVPL
	                   RTKGYGTSSYCWLSLEGGLLY
	O60241

	ADGRB3
	STFAILAQQPREIIMESSGTPSVT 
	                   RTKGYGTDHYCWLSLEGGLLY
	O60242

	ADGRC1*
	ASFAVLMDISRRENGEVLPLK
	                    PQGYGNPDFCWLSLQDTL
	Q9NYQ6

	ADGRC2
	TSFAVLMDVSRRENGEILPLKTLT
	                    PEGYGNPDFCWLSIYDTL
	Q9HCU4

	ADGRC3*
	GTFGVLMDASPRERLEGDLELLA
	                    PEGYGNPDFCWISVHEP
	Q9NYQ7

	ADGRD1
	TNFAILMQVVPLELARGHQVALSSIS 
	                     DSYGTSNNCWLSLASG
	Q6QNK2

	ADGRD2*
	TSFAILLQIYEVQRGPEEESLLRTLS
	                    PHDYVAPGHCWLNVHTN 
	Q7Z7M1

	ADGRE1*
	ANLAVIMASGELTMD
	                   QPQGYGMHNRCWLNTE
	Q14246

	ADGRE2
	SSFAVLMAHYDVQEEDPVLTVIT 
	                   RPHLYGTPSRCWLQPEKG
	Q9UHX3

	ADGRE3
	SSFAVLMALTSQEEDPVLT
	                   WPHLYGTADRCWLHLDQGFMWSF
	Q9BY15

	ADGRE4
	SSFAVLVALAPKEDPVLT
	                     PQNYGTFTCWLKLDKG
	Q86SQ3

	ADGRE5
	SSFAILMAHYDVEDWKLTLITR
	                    SKGYGRPRYCWLDFEQG
	P48960

	ADGRF1
	TSFSILMSPFVPSTIFPVVKWITY
	                 TQPSNTYKRKDVCWLNWSNGSKPL
	Q5T601

	ADGRF2*
	TSFSILMSPHILESLILTYITY
	              VAATEPGKGYLRPEICWLNWDMTKALLA
	Q8IZF7

	ADGRF3
	TAFSVLMSPHTVPEEPALALLTQ
	               GLYLPQGQYLREGECWLDGKGGALYT
	Q8IZF5

	ADGRF4*
	MSFSILMSSKSMTDKVLDYITC
	                 TEPEKGYMRPEACWLNWDNTKALLA
	Q8IZF3

	ADGRF5
	TSFSILMSPDSPDPSS
	                 TQPREVYTRKNVCWLNWEDTKALL
	Q8IZF2

	ADGRG1
	TYFAVLMVSSVEVDAVHKHY
	       DNYGPIILAVHRTPEGVIYPSMCWIRDSLVSYITNLG
	Q9Y653

	ADGRG2
	TSFGVLLDLSRTSVLPAQMMA
	          DNYGLGSYGKFPNGSPDDFCWINNNAVFYIT
	Q8IZP9

	ADGRG3
	TFFALLLRPTLDQSTVHILTRIS
	     GTGSANSYGLYTIRDRENRTSLELCWFREGTTMYALYIT
	Q86Y34

	ADGRG4
	THFGVLMDLSRSTVDSVNEQ
	             SVKKDLYGTLSPTTPFCWIKDDS
	Q8IZF6

	ADGRG5*
	TYFAVLMQLSPALVPAELLAPLTY
	SVKSSVYGPCTIPVFDSWENGTGFQNMSICWVRSPVVHS
	Q8IZF4

	ADGRG6
	THFGVLMDLPRSASQLDARNTK
	        SRNNNEVYGKESYGKEKGDEFCWIQDPVIFYVT
	Q86SQ4

	ADGRG7*
	TNFAVLMTFKKDYQYPKSLDILS
	       GVIYSQNGNNPQWELDYRQEKICWLAIPEPNGVIKSP
	Q96K78

	ADGRL1
	TNFAVLMAHREIYQGRINEL
	                    YRSYGTEKACWLRVDNY
	O94910

	ADGRL2
	TNFAILMAHREIAYKDGVHELLLTVIT
	                     KSYGTEKACWLHVDNYF 
	O95490

	ADGRL3
	TNFAVLMAHVEVKHSDAVHDLLLDV
	                   DYRSYGTDKVCWLRLDTYF
	Q9HAR2

	ADGRL4
	THFAILMSSGPSIGIKDYNILTRITQ
	                     RYYGTTKVCWLSTENNFIWS
	Q9HBW9

	ADGRV1
	SVYAVYARTDNLSSYNEA
	         LKGIYHQSMSQIYGLIHGDLCFIPNVYA
	Q8WXG9






