
10%
FDR

10% FDR 10% FDR

10%
FDR

10%
FDR

10% FDR 10% FDR

10%
FDR

10%
FDR

10% FDR 10% FDR

10%
FDR

EXOSC1

EXOSC10

EXOSC2

EXOSC3

EXOSC4

EXOSC5

EXOSC6

EXOSC7

EXOSC8 EXOSC9

-350

-250

-150

-50

50

150

250

350

-350 -250 -150 -50 50 150 250 350

COPA

COPB1
COPB2

COPE

COPG1

COPG2

COPZ1
COPZ2

SEC13

-350

-250

-150

-50

50

150

250

350

-350 -250 -150 -50 50 150 250 350

ARCN1

A

B

C

E
R

sc
or

e
E

R
 s

co
re

More HiLITR turn-on,
mTA* protease 

relocalizes to ER

Less HiLITR turn-on,
mTA* protease stays

on mitochondria

TA score

TA score More HiLITR turn-on,
more TA protease on mito

Less HiLITR turn-on,
mito TA protease disrupted

SAMM50

TIMM10
TIMM10B

TIMM13

TIMM17A

TIMM17B

TIMM21

TIMM22

TIMM23

TIMM23B

TIMM44

TIMM50

TIMM8A

TIMM8B

TIMM9

TIMMDC1

TOMM20

TOMM20L

TOMM22

TOMM34

TOMM40

TOMM40L

TOMM5
TOMM6

TOMM7

-350

-250

-150

-50

50

150

250

350

-350 -250 -150 -50 50 150 250 350

E
R

sc
or

e

TA score

SA score
300

200

100

0

-100

-200

-300

SA score

300

200

100

0

-100

-200

-300

More HiLITR turn-on,
more SA protease on mito

Less HiLITR turn-on,
SA protease disrupted

SA score
300

200

100

0

-100

-200

-300

TOMM70


