A HiLTR SAE1 B —— C SAE1 vs NT
configuration  Nontargeting  Guide #1 Guide #2 Guide #3 Guide #4 2.0 Il TA screen confllguratl.on Guide #1 Guide #2 Guide #3 Guide #4
15.1% 749% 12.7%] 10.7%] 2% B 15 Il A screen configuration TA TA ‘
, £ 1.0 "
TA 8 05 =
screen | o = 0 -
z : 2 05
2 1.9%) 1 10
g 75.2% 9a% © -15 SA SA
~ i £ -20
sA | § 2 25 2
screen g ; E -0, } } } e
@ “Talesu T 3.0 ERscreen configuaton
E 5057 @ 25 mTA mTA
= ‘ c 20 "
ER T s 15 < /
screen 1.0 -‘: [ \ J
0.5 /
0 \
Protease expression (GFP) Guide Guide Guide Guide Protease expression (GFP)
#1 #2 #3 #4
D Mutant SAE1
GRASP65 protease TOMM20 Merge
Nomargemg.... E N *
* %k
* %%k
*
2 2001
@ HIiLITR 300 nM
7] configuration Vehicle ML-792
Guide £ 1.75 14.7%) 7.65%
#1 g2 .
8 = 1 ] [ TA a7
S 2 1.50 screen| — e
S = ? :
o o o 7.78%
) L= 1.25 - 5
Guide (Cl=y] 5 ('E) 15.3%) 16.7%)
#2 ) = e o
[ c
N 1.00 SA |9
g screen| @ v
SAE1 2 075 E N %m% [ 95%
Guide 14
43 E 171% 3.00%)
0.50 - =
. . . . . ER |T
Non-  Guide Guide Guide Guide screen
targeting  #1 #2 #3 #4
Guide
#4 SAE1 Protease expression (GFP)
G H 300nm
ML-792
Con vs Vehicle
—= i tion A
SgRNA AKAP1 TOMM20 Merge Zoom S 2.0y onigurd
SgRNA g J = ETAscreen |
G 1.5{MSAscreen|
20% A ° ER screen| ©
. = =+
; 2 1.0
Non- " s
targeting £\ Z 0.5
c
- 15% 1 5 0 2
o
o) 5-0.5 =
9% =
< ) . E-1.0
w“ Eg 3. g ;_:l
W B & 10%- DA =15 «
TRCA40 5% . o 3
=0 . lé‘)-2.0 o
8 o o 9 5 © =+
— LI <
w?d T o . G -25 ‘
0 ' e 300 nM'ML-792  Protease
5% expression
(GFP)
SAE1 i
\ 0%
8 4 T T T
NT TRC40 SAE1

sgRNA




