	Position (bp)

	Motif sequence

	Transcript sequence

	Z score

	P value


	89
	uggagnw
	cgcgagcucaacauccgccgggugaucgaggagugcgaccugcagcgccuggaccag
	3.048
	1.15e-03

	113
	uggagnw
	aucgaggagugcgaccugcagcgccuggaccaggcccucaacaucugcgaccugucu
	2.655
	3.97e-03

	149
	uggagnw
	cucaacaucugcgaccugucuagcguggagcguaagcugcgccucuggcagaagcuc
	2.226
	1.30e-02

	230
	uggagnw
	gccgucaagugcaaugacgauccaaugguggucaggcugcuggcccagcugggagcc
	2.226
	1.30e-02

	365
	uggagnw
	aaucccugccgcccugucagccaucuggaguacgccaaggagcaccagguguccaac
	1.905
	2.84e-02

	377
	uggagnw
	ccugucagccaucuggaguacgccaaggagcaccagguguccaacggaacgguggac
	2.548
	5.42e-03

	404
	uggagnw
	gagcaccagguguccaacggaacgguggacaaugaguucgagguauacaagcugcac
	2.655
	3.97e-03

	416
	uggagnw
	uccaacggaacgguggacaaugaguucgagguauacaagcugcacacgcacuauccc
	2.655
	3.97e-03

	569
	uggagnw
	gcccuaaugcugcuggccaaauccuuggagcugaaggugaccggcaccaguuuccac
	3.500
	2.33e-04

	575
	uggagnw
	augcugcuggccaaauccuuggagcugaaggugaccggcaccaguuuccacgucggc
	3.071
	1.07e-03

	695
	uggagnw
	uucggcgcacuacugggcuaugacauggacuuucuggacauuggcgguggguucccu
	3.131
	8.71e-04

	704
	uggagnw
	cuacugggcuaugacauggacuuucuggacauuggcgguggguucccuggcagcgau
	2.869
	2.06e-03

	711
	uggagnw
	gcuaugacauggacuuucuggacauuggcgguggguucccuggcagcgaugacguaa
	2.869
	2.06e-03

	746
	uggagnw
	uucccuggcagcgaugacguaaaguuugagaagauagccgaaagugugaauaccucg
	2.226
	1.30e-02

	881
	uggagnw
	uugguuugcaagauccacgccaagcgggagaucaggaacgaagcuggcaaacuggac
	2.226
	1.30e-02

	980
	uggagnw
	aacugcauucuguacgaccaucaaguggugauugcagagcauuaucuggacaaugca
	2.917
	1.77e-03

	1001
	uggagnw
	caaguggugauugcagagcauuaucuggacaaugcagaaucuuugccacaccuaaag
	3.131
	8.71e-04

	1008
	uggagnw
	ugauugcagagcauuaucuggacaaugcagaaucuuugccacaccuaaaguccuuga
	2.655
	3.97e-03

	1076
	uggagnw
	aguugugacgcccuagauaagauuucggaggaccugcacuugcccaaccuaaaccga
	2.226
	1.30e-02



