
3` UCCCACUACUAGUAUAUUCUG 5`
   x||||||||||||||||||||
5` UGGGUGAUGAUCAUAUAAGAC 3`
   x||O|||||x||x||x|xx||
3` UCCUACUACCAGCAUCUCGUG 5`

cCMT3

miR823-3P

rCMT3

eh
 (c

ol
−0

)

60

80

100

0

25

50

m
C

H
H

 (%
)

m
C

G
 (%

)

m
C

H
H

 (%
)

m
C

G
 (%

)

5

25

1

3

TS
S

-1
.5

 k
bb

TE
S

1.
5 

kb
-8

-4

0

3

ge
no

ty
pe

 / 
C

ol
-0

 (l
og

2) 

Col-
0

mir8
23

-1

mir8
23

-2

* *

rCMT3
cCMT3
mir823
Col-0

C
ol

-0
m

ir8
23

-1
m

ir8
23

-2

rC
M

T3
 #

1
rC

M
T3

 #
3

cC
M

T3
 #

1
cC

M
T3

 #
3

Bent cotyledon

0
1
2
3
4

C
ol

-0C
M

T3
 c

op
y 

nu
m

be
r

re
la

tiv
e 

to
 C

ol
-0

rC
M

T3
 (#

 1
)

no
rm

al
iz

ed
 b

in
s 

pe
r m

ill
io

n
ge

no
ty

pe
 / 

W
T 

(s
ee

dl
in

g)

rC
M

T3
 (#

 3
)

rC
M

T3
 (#

 2
)

cC
M

T3
 (#

 1
)

cC
M

T3
 (#

 3
)

cC
M

T3
 (#

 2
)

Chr1:26245317-26257585(12kb)

AT1G69770 (CMT3)

Transgene
Chr1:26246909-26253585

[0-1]

[0-4]

[0-4]

[0-4]

[0-4]

WT (Col-0)

rCMT3-L#1

rCMT3-L#3

cCMT3-L#1

cCMT3-L#3

0

5

0

5

C
ol

-0
m

ir8
23

-1
m

ir8
23

-2

rC
M

T3
 #

1
rC

M
T3

 #
2

rC
M

T3
 #

3

cC
M

T3
 #

1
cC

M
T3

 #
2

cC
M

T3
 #

3

C
ol

-0
m

ir8
23

-1
m

ir8
23

-2

rC
M

T3
 #

1
rC

M
T3

 #
2

rC
M

T3
 #

3

cC
M

T3
 #

1
cC

M
T3

 #
2

cC
M

T3
 #

3

ge
no

ty
pe

 / 
C

ol
-0

 (l
og

2) 

Leaves floral buds

*** ****** ***
****** * **

****** ***** ***

B

E F G

C D

H

AT3G13724 Chr3

TACATATATGTAAATCAAGTAGTACAGATCCACA...178 bp deletion...TAAATGGTGATATACTCATTATATACTCTTATTGTTCCAATG
ATGTATATACATTTAGTTCATCATGTCTAGGTGT.......MIR823........ATTTACCACTATATGAGTAATATATGAGAATAACAAGGTTAC 

Ath-Chr3: 4496668

AT3G13720 

Ath-Chr3: 4496846
mir823-1 

CATATATGTAAATCAAGTAGTACAGATCCACATT...175 bp deletion...AAATGGTGATATACTCATTATATACTCTTATTGTTCCAATGG
GTATATACATTTAGTTCATCATGTCTAGGTGTAA.......MIR823........TTTACCACTATATGAGTAATATATGAGAATAACAAGGTTACC 

Ath-Chr3: 4496670 Ath-Chr3: 4496845
mir823-2

miR823A-3p

A


