
positive regulation of cell cycle−GO:0045787
DNA catabolic process, endonucleolytic−GO:0000737

meiotic DNA double-strand break−GO:0000706
transposition, RNA-mediated−GO:0032197

regulation of mitotic nuclear division−GO:0007088
chromosome organization−GO:0051276

maintenance of chromatin silencing−GO:0006344
negative regulation of DNA helicase−GO:1905775

regulation of cyclin-dependent protein−GO:0000079
DNA methylation on cytosine within a CN −GO:0010425

negative regulation of histone H4−GO:0090241
cell division−GO:0051301

regulation of G2/M transition−GO:0010389
positive regulation of cell−GO:0008284

DNA replication, synthesis of RNA primer−GO:0006269
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