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Figure 1 - Supplemental Figure 2: AFE events remain prevalent amongst ranked alternative splicing events in
human macrophages. (A-B) Ranking of the top 5%, (C-D) 10%, (E-F) 15%, (G-H) 20%, (I-J) 25% of alternative splicing
events based on p-value of events as classified by JuncBASE and DRIMSeq in human macrophage cells following LPS
stimulation.



