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Category Term Gene count  P-value

Upregulated GOTERM_CC_DIRECT external side of plasma membrane 2 9.30E-02
preg GOTERM_CC_DIRECT extracellular space 3 7.10E-02
GOTERM_BP_DIRECT aging 5 2.10E-04
GOTERM_MF_DIRECT calcium ion binding 6 4.60E-03
GOTERM_BP_DIRECT cell adhesion 5 9.10E-03

Downregulated GOTERM_BP_DIRECT extracellular fibril organization 2 1.90E-02
9 GOTERM_CC_DIRECT extracellular region 22 4.00E-15
GOTERM_MF_DIRECT heparin binding 5 9.40E-05
GOTERM_BP_DIRECT innate immune response 6 5.50E-04
GOTERM_CC_DIRECT proteinaceous extracellular matrix 11 4.70E-11

Figure 5-figure supplement 1. Differentially expressed genes at baseline and after 14 days of
Angll/PE infusion. (A) Venn diagrams of differentially expressed genes comparing ablated to controls at
baseline (left) and after Angll/PE (right). (B) GO analysis of differentially expressed genes between
control and ablated hearts at baseline (7 weeks after induction). Control: n=4; ablated: n=5. All genes
included had fold change values of log2 22 or <2 and P < 0.05.



