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CCQ\T CGT CCTAGAATTAAT T CCCCTAAAAATCTT T GAAATA GGGT GAGTATTTACCCTATAGCATAT TAT CTACCCCCTCTAGAGCCCACT GTAAGGCTAACT TAGCATTA
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ACCTTTTAAGT TAAAGAT TAAGAGAACCAACACCTCTT TACAGTGAAAT GCCCCAACTAAATACTACCGT ATGGCCCACCATAAT TACCCCCATACTCCTTACACTAT TCCTCATCACCCAGT CGACCTCAGATCGAATTCCTG
120 130 140 150 160 170 180 190 200 210 220 230 240 250
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CAGCCCGGGGGATCCACTAGT TCTAGAGCGGCCGCCACCGCGGTGGAGCTCCAGCTTTTGT TCCCT TTAGTGAGGGT TAATT GCGCGCT TGGCGTAATCATGGTCATAGCTGTTTCCTGT GTGAAATTGT TATCCGCTCACA
260 270 280 290 300 310 320 330 340 350 360 370 380 390

RoanAA A mALAAhh‘nhdhhuhh“A‘nﬂhuhﬂhﬂnﬂALA“AAuAhA“Ann“‘nnhﬂnh.AAAL A“AAMMLLAMA“AAhhhﬂn

ATTCCACACAACATACGAGCCGGAAGCATAAAGT GTAAAGCCTGGGGT GCCTAAT GAGT GAGCTAACT CACAT TAAT TGCGT TGCGCTCACTGCCCGCT TTCCAGT CGGGAAACCTGT CGT GCCAGCTGCAT TAAT GAATC
400 410 420 430 440 450 460 470 480 490 500 510 520 530

GCCAACGCGCGGGGAGAGGCGGT TTECGTATTGGGCGCTCT TCCGCTTCCTCGCTCACTGACT CGCTGCGCT CGGT CGT TCGGCT GCGGCGAGCGGT ATCAGCTCACT CAAAGGCGGT AATACGGT TATCCACAGAAT CAGG
540 550 560 570 580 590 600 610 620 630 640 650 660 670 680

IGGATAACGCAGGAAAGAACAT GT GAGCAAAAGGECCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGT TGCTGCECGI TTTTQCATAGGCTCCGECCCCCCTGACGAGCAT CACAAAAATC GACGCTCAA GTCAGAGGT GGCGAAA
690 700 710 720 730 740 750 760 770 780 790 800 810 820

ICCCGACAGGACTATAAAGAT ACCAGGCGTTTCCCCCTA5 AAGCTAOC TGGTGCGCTCTACTGTTACGACCCTGOACGCTTACCGS ATACCTGTACGACTTTCTCCCTT CAEG AAGCG
830 840 850 860 870 880 890 900 910 920 930 940
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