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AGTTTC T GCOATCGT CCTAGAAT TAAT TCCCCTAAAAAT CTT T GAAATAGGGCCCGTAT TTACCCTATAGCACCCCCTCTACCCCCTCTAGAGCCCACTGTAAAGCTAACTTAGCAT
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TAACCTTTTAAGT TAAAGAT TAAGAGAACCAACACCTCTTTACAGTGAAATGCCCCAACTAAATACTACCGTATGGCCCACCATAATTACCCCCATACTCCTTACACTATTCCTCATCACCCAGTCGACCTCAGATCGAATTC
120 130 140 150 160 170 180 190 200 210 220 230 240 250 260
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TGCAGCCCGGGGGATCCACTAGT TCTAGAGCGGCCGCCACCGCGGTGGAGCTCCAGCT TTTGT TCCCTT TAGT GAGGGT TAAT TGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGT TATCCGCTC
270 280 290 300 310 320 330 340 350 360 370 380 390 400
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ACAATTCCACACAACATACGAGCCGGAAGCATAAAGT GTAAAGCCT GGGGTGCCTAAT GAGT GAGCTAACTCACATTAAT TGCGT TGCGCTCACTGCCCGCTT TCCAGT CGGGAAACCT GTCGTGCCAGCTGCATTAAT GAA
410 420 430 440 450 460 470 480 490 500 510 520 530 540
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TCGGCCAACGCGCGGGGAGAGECGGT TTGCGTAT TGGECGCTCTTCCECT TCCTCGCTCACTGACT CGCTGCGCTCGGTCGT TCGACTGCGGCGAGCGGT ATCAGCT CACT CAAAGGCGGT AATACGGT TATCCACAGAATCA
550 560 570 580 590 600 610 620 630 640 650 660 670 680
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GGGGAT AACGCAGGAAAGAACAT GT GAGCAAAAGGCCAGCAAAAGECCAGGAACCGTAAAAAGGOCGCGT TGCTGACGT TTTTCCATAGGCTCCGCCCCCCTGACGAGCAT CACAAAAAT CGACGCT CAA GTCAGAGGTGGCGAA
690 700 710 720 730 740 750 760 770 780 790 800 810 820 830

IA CCCGACAGGACTAT APAGATACCAGGCGTTTCCCCCTGGAA GCTCOCTCGTGCGCTCTACTGTTACGACCCTGACGCTT ACCGE ATACC TGTACGACTTTCTCCC TT CGGGAAGCG
840 850 860 870 880 890 900 910 920 930 940




