
AG T TTC T GC
10
CCATCGTCCT

20
AGAATTAATT

30
CCCCTAAAAA

40
TCTTT GAAAT

50
AGGGCCCGTA

60
TTTACCCTAT

70
AGCACCCCCT

80
CTACCCCCTC

90
TAGAGCCCAC

100
TGTAAAGCTA

110
ACTTAGCAT

T
120
AACCTTTTAA

130
GTTAAAGATT

140
AAGAGAACCA

150
ACACCTCTTT

160
ACAGTGAAAT

170
GCCCCAACTA

180
AATACTACCG

190
TATGGCCCAC

200
CATAATTACC

210
CCCATACTCC

220
TTACACTATT

230
CCTCATCACC

240
CAGTCGACCT

250
CAGATCGAAT

260
TC

TGCAGCCC
270
GGGGGATCCA

280
CTAGTTCTAG

290
AGCGGCCGCC

300
ACCGCGGTGG

310
AGCTCCAGCT

320
TTTGTTCCCT

330
TTAGTGAGGG

340
TTAATTGCGC

350
GCTTGGCGTA

360
ATCATGGTCA

370
TAGCTGTTTC

380
CTGTGTGAAA

390
TTGTTATCCG

400
CTC

ACAATTC
410
CACACAACAT

420
ACGAGCCGGA

430
AGCATAAAGT

440
GTAAAGCCTG

450
GGGTGCCTAA

460
TGAGTGAGCT

470
AACTCACATT

480
AATTGCGTTG

490
CGCTCACTGC

500
CCGCTTTCCA

510
GTCGGGAAAC

520
CTGTCGTGCC

530
AGCTGCATTA

540
ATGAA

TCGGC
550
CAACGCGCGG

560
GGAGAGGCGG

570
TTTGCGTATT

580
GGGCGCTCTT

590
CCGCTTCCTC

600
GCTCACTGAC

610
TCGCTGCGCT

620
CGGTCGTTCG

630
GCTGCGGCGA

640
GCGGTATCAG

650
CTCACTCAAA

660
GGCGGTAATA

670
CGGT TATCCA

680
CAGAATCA

GG
690
GGATAACGCA

700
GGAAAGAACA

710
TGTGAGCAAA

720
AGGCCAGCAA

730
AAGGCCAGGA

740
ACCGTAAAAA

750
GGCCGCGTTG

760
CTGGCGTTTT

770
TCCATAGGCT

780
CCGCCCCCCT

790
GACGAGCATC

800
ACAAAAATCG

810
ACGCTCAA GT

820
CAGAGGTGGC

830
GAA

ACCCGAC
840
AGGACTAT AA

850
AGATACCAGG

860
CGTTTCCCCC

870
TGGAAGCTCC

880
CTCGTGCGCT

890
CTCCTGTTCC

900
GACCCTGCCG

910
CTT ACCGG AT

920
ACC TGTCCGC

930
CTTTCTCCC T

940
TCGGGAAGCG
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