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Figure 9-source data 1

The full blots for figure 8A, B and C. (A, B) Proteins were extracted from T98G cells transfected with plasmids for dot blot and western blot analysis using anti-PAR antibody. (C) Protein samples extracted from T98G cells transfected with DsRed, DsRed-NMNAT1 or NMNAT2 were immunoprecipitated (IP) with a p53 antibody and subjected to immunoblot (IB) analysis for p53, PARP1, NMNAT1 and NMNAT2. 

