Figure 4-figure supplement 2

A NAME SIZE [ES NES NOM p-val FDR g-val FWER p-val |RANK AT MAX
HALLMARK_HYPOXIA 58 0.5568272 2.5719726 |0 0 0 912
HALLMARK_KRAS_SIGNALING_UP 78 0.44155815 [2.154921 0 8.73E-04 0.002 697
HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION 64 0.44942394  |2.132924 0 0.001757428 |0.006 937
HALLMARK_APICAL_JUNCTION 46 0.46112463 |2.0707603 |0 0.002172801 [0.01 402
HALLMARK UV_RESPONSE DN 32 0.46017453 |1.884963 0.001248439 |0.008784941 |0.05 627
HALLMARK_TNFA_SIGNALING VIA NFKB 64 0.39964557 |1.8777542 |0 0.007865197  0.054 1049
HALLMARK COAGULATION 42 0.42355058 |1.8189241 [0.002375297  [0.013317258 [0.101 701
HALLMARK _COMPLEMENT 58 0.38593316  |1.7986828 [0.004581902  [0.014482699 [0.122 701
HALLMARK_ALLOGRAFT_REJECTION 47 0.35706216  |1.5930052 10.02183908 0.06974829 0.513 976
HALLMARK_GLYCOLYSIS 48 0.33867225 |1.5142627 10.048292108 0.108907565 0.722 957

Enrichment plot: HALLMARK_HYPOXIA C HALLMARK_HYPOXIA
Ctrl shRNA  ZHX2 shRNA

NES = 2.57
p < 0.0001
FDR g < 0.0001
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