
0

50

100
Tr

an
sc

rip
ts

 p
er

 1
00

,0
00

in
 s

ub
cl

us
te

rs

Purk
inj

e n
eu

ron
s

Gran
ule

 ne
uro

ns

Astr
oc

yte
s

Berg
man

n g
lia

Olig
od

en
dro

cy
tes

Micr
og

lia
 &

Mac
rop

ha
ge

s

Neu
rob

las
ts

Clst
n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3
Clst

n1
Clst

n2
Clst

n3

Gran
ule

 la
ye

r

  in
ter

ne
uro

ns

Single cell RNAseq from McCarroll lab
A

Standard curve for single cell qRT-PCR
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