
Correct amino acid inferred
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No amino acid inferred (‘?’)
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Incorrect amino acid inferred
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CCG Pro
CCA Pro
CCC Pro
CCU Pro
UGU Cys
UGC Cys
UGG... Trp

8
8
9
9

10
10
10

GUG Val
AUC Ile
GUU Val
AUU Ile
GUA Val
GUC Val
AUA Ile

26
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28
28
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Tyr
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Met
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