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Codetta inference

CGG 00000000000000000000000000000000000000000

tRNA gene content
codon tRNA

Arg codons CGU7ACG 0000000000000 0V0000VLO00D0D0D0CDOCDDOCDDOCDOCDDODOCDODODODODOO0VOOS
CGC/ GCG OOO0O0O00O0O00O0O0O0OO0OOOOVOOOOOOOOOOOOOOOOOOOOOOO
CGAL/UCG O000I0OOOOOOOOOOOOOOOOOOOLOLOLOLOOOLOLOOOOOOGOOO0OOO

Reassigned CGG“—CCG ©0 0000000000000 00000000000O0000O0O0O0O0OOOOOOO

GIn codons CAA—UUG @ 0000000000000 0000000000060606000LOO6060LOGOGLOLOGO
CAG—CUG 0000000000000 O0BOOOOOOLOOLOLOLLOOLLLOLOLOLOOOOOOBOO

Arg© GIn© none O uncl.®

Codon usage

Arg codons AGA
AGG
CGU
CGC
CGA
Reassigned codon CGG
GIn codons CAA
CAG
ON
o
o
Genomic GC content
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B C Clostridium_U reassigned tRNA .,
Transcription termination factor NusA (POG091H0124) é::pé%%itgggg;eq hiranonis DSM 13275
Clostridium_U 1...KNFGQAGNVEVEFD. . .EGVMP&SEKID. . . - ' A
% .. .KNFGQAQNVEVEFD. . .EGVMPASEKID. . . Glutamine tRNA 8
.. .KNFGQAQNVEVEFD. . .EGVMPASEKID. . . identi
4 .. .KNFGQAQNVEVEFN. . .EGIMTQNEKIA. . . identity elements 5'G_é*A/_G73 )
Outgroups 6 ...KNFGSAQNVRVEFD. . .EGVMTQSEQIP. .. G1:C72, G2:C71 U_A\(dlscnmmator base)
9...KNFGSAQNVRVEFD. . .EGVMTQSEQIP. . . (acceptor stem) ~ @U ‘weak 1:72 pair
14 .. .KNFGSAQNVRVSVD. . .EASMPENEQIP. . . GG (acceptor stem)
29 .. .KNFGSAQNVRVEFD. . .EAVMTQTEQMOQ. . . G10 C-G
40 ...KNFGSAQNVRIDMN. . .EGVLLQSEQIR. . . D st U-G
(Os em)\ CUsccclCa
SsrA-binding protein (POG091H022D) UUAACUUGA gééééuuc
Clostridium_U | 1 ...LKGTEVKSIRAGRVNLKEG. . . CoyatrAls AL
- 2 .. .LKGTEVKSIRAGRVNLKEG. . . Y, gjé
3. ..LKGTEVKSIRAGRVNLKEG. . . No A20 A0
4 ... LKGTEVKSIRQGKVNLKEG. .. (D loop) G-C
Outgroups 6...LKGTEVKSLRQGKANLSDG. . . A-U
29 .. . LKGTEVKSIROGKLNLSDG. . . (anticodon) €c¢G  (anticodon loop)
40 .. .LKGTEVKSIRQGRVNLKEG. . .



