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B Adenylosuccinate synthetase (POG091H01G9)

Bacilli 1.
CGG—-Trp
clade

. . VVVGSQWGDEGK. .
..VVLGSQWGDEGK..
. .VIQGTQaGDEGK. .
. .LVLGSQWGDEGK. .
. .VIEGSQWGDEGK. .
. . LVIGAQWGDEGK. .
. .ATQGMQWGDEGK. .
. .ATQGSQWGDEGK. .
. .ATEGMQWGDEGK. .
. .ATEGMQOWGDEGK. .

Outgroups
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CTP synthase (POG091H02IX)
Bacilli . .DMSDWVKLIE. .
. .NMDDWIDLIS. .
CGG—Trp . .NMDD&IKLID. .
clade . .EMSDWNELIR. .
. .DMSDWQALIK. .
. .DMDDWRHFVH. .
. .DLHEWRSWCD. .
. . DLRNWQKWCD. .
. .DLHNWEKWVD. .
. .QLVDYEEFVS. .

Outgroups
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. YVTLPGWKEDISK. ..
. YKTFKGWTEDISK. ..
. YKDFCGaDEDISN. . .
. YKTFKGaDEDISK. . .
. YKEFKKFSFS-DK. ..
. YKTFASWKEDISQ. ..
.YIELPSWKEDISS. ..
. YATIFKSWKEDISG. ..
.YISLPSWKEDISH. ..
. YKTLPGWKEDISN. ..

. GFGKRGVEGK. . .
. GFGNRGIEGK. . .
. GFGNRGIEGK. . .
. GFGNRGVEGK. . .
. GFGTRGTEGK. ..
. GFGKaGIDGM. . .
. GFGERGSKGK. . .
. GFGERGSEGK. . .
. GFGERGTEGK. . .
. GFGORGTDGM. . .

C  Bacilli CCG—Trp reassigned tRNA_

1. uncultured Mollicutes bacterium
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