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Codon usage

Genomic GC content

Codetta inference
Arg     Trp      ? CGG

codon    tRNA

Reassigned
CGA UCG
CGG CCG

Arg codons CGU ACG
CGC GCG

Trp codon UGG CCA
Arg Trp none uncl.
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CTP synthase (POG091H02IX)

Outgroups
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Bacilli 
CGG→Trp 
clade

Adenylosuccinate synthetase (POG091H01G9)

Outgroups

A

B C

Tryptophan tRNA 
identity elements

G73 
(discriminator base)

No A20
(D loop)

A/G1:U72
(acceptor stem)

C34, C35, A36
(anticodon) 

Bacilli CCG→Trp reassigned tRNACCG
1. uncultured Mollicutes bacterium
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