	Genomic locus targeted
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	Protospacer position (with dinucleotide context)
	Editing efficiency (Mean ± SD)

	O. latipes oca2-Q256
	A767 > G (Q256R)
	cA6
	100 ± 0

	
	A768 > G (Q256)
	aA7
	80 ± 1.7

	O. latipes oca2-T306
	A918 > G (T306)
	cA4
	52.3 ± 2.3

	
	A919 > G (I307)
	aA5
	4.7 ± 1.2

	O. latipes oca2-Q333#
	A994 > G (T332A)
	aA4
	96.5 ± 7.6

	
	A998 > G (Q333R)
	cA8
	89.7 ± 4.4

	D. rerio oca2-L293*
	A878 > G (L293P)
 
	cA5
	52.4 ± 32.9

	GFP-C71*
	A211 > G (C71R)
	cA4
	97.0 ± 4.4

	
	A206 > G (V69A)
	cA9
	61.2 ± 9.4

	O. latipes kcnh6a-T507
	A1517 > G (K506)
	aA4
	0.1 ± 0.4

	
	A1519 > G (T507A)
	gA6
	81.6 ± 7.2

	
	A1521 > G (T507)
	cA8
	44.1 ± 6.2

	O. latipes kcnh6a-R512
	A1534 > G (R512G)
	cA8
	92.1 ± 9.2

	O. latipes kcnh6a-D521
	A1562 > G (D521G)
	 
gA5
	61.0 ± 12.5

	
	A1568 > G (Y523C)
	tA11
	19.6 ± 2.8

	O. latipes tnnt2a-e2-SA
	A41(-2) > G (SA)
	cA4
	6.5 ± 5.4

	
	A41 > G (D14G)
	gA6
	72.5 ± 8.3

	O. latipes tnnt2a-D189G;R190G
	A566 > G (D189G)
	gA6
	11.5 ± 13.0

	
	A568 > G (R190G)
	tA8
	28.5 ± 24.4



