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Figure 1 - figure supplement 1
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CGAGGCTTCAACATTATATCTATCCCTCCTTGCTCTAGCGGGCAGCAAGAAGCACAGCACCGCCAGTTACCACGCAGACATCCTGGGGAACTGAGGTAAGCTAGGGTTCCCCGCGTGAAGCGCGGCAATGCGAGGGGAGG

ATTCTGCAGATGAGGGTAGGATTCCGTTGCAAGGGGAGGATTCCACGCGTTAGAGGATTCCGCAAAGGAAGGGTTCCACAGGAGGGAAGGGCTCTACGCGAGGTGAGGGTTCCACTGATCCGGCAGCTCGAGGGCTCCGA

CCAAGAGTTCCAGGCCGCTCAAAGGTTCCCCTACGCGAGATTCAGCGCTAGGGTGAAGATTTCTGGGCTACAAGAAAACTCAGCACTAGGTGCCCCACTGCTCACCAGTGTTCTGAACTACACGAGGGCCGATAGGGCCG

GTAGAAAGCCGAAAGCCGCCGCTGCCGCCATGCCGCGTCAGCAAGAGGAAAAGGGAGGGGGGCGTCCAGCGCGGGCCGACTGCTGCACTGGGGGGGGGGGGGGTTTACGGGCGATTTAGAGCACGAGGGTGCCACGC

TGCGCAAGGGGAGCAGGGGTTCGCGCTAGGGCACCACGCTGCTGGAGAGTTGGGGGGGGGGGTGGAGATCGGAGGATTTCTACACGACCTGATCCGCGGTTTGCGGGGCAGGGGGAAGGTTCGGTGGGTTCCGCGGT

GGAGCTCTGGAGATCGGAGGATTTCTACACGACCTGATCCGCGGTTTGCGGGGAAGGGGGAAGGTTCGGTGGGTTCCGCGGAACTGCGCGAGCCAGGGTGCTGGCGTGTGCGCTGCCCCCCCCCCCCCCCCCCCGTTC

AGAGGATTTTAGCACAACTCCAATTGTGCTGCGATTCTGGTTGTGCCGAGTTGCGAGAGAGGCTAAGGGTGAAAAGCTGCACAAGGAGGGGATTCGGAGGGTTTAGAGGGTTCCGCGGCACTGCGCCGCAGTGCTGCCCG

AGGGTTCGGAGCAATTCCGGTTGTGCCGTGATCCTTGGTTGTGCTGAGTTGCGGTGAGGGAAAGGGAAGGGAAAGCTCAGAGGGTTCCGAGCTATCCTGAGGGTGCGAAGCTGCACAAGGGCAGGGTTCCGAGGGTTCC

GCGGCACTGCGTGAGCCCCGGTGCCGCGCTGCCCAAAGGTTCGGAGGGTTTTAATGCGATTCCGGTTGGGCTGTGATTCTGGTTATGCCAAGTTGCGCGAGGGGAGGGGAAGAGACGGCTCGGAGGATTCCGAGGTATC

CTGAGGGTGCAAACTGCACAAGGGGAGGATTCGAAGGGTTCTGTGATCAGGGCCAACGCTCAAAAGTGCCATGTTACAGGAGAGATGAACTCAAAAGTGCCACGTTGCAAGAGAGGCAAGCTCC

GCTCCGAAGTTGTAATATAGATAGGGAGGAACGAGATCGCCCGTCGTTCTTCGTGTCGTGGCGGTCAATGGTGCGTCTGTAGGACCCCTTGACTCCATTCGATCCCAAGGGGCGCACTTCGCGCCGTTACGCTCCCCTCC

TAAGACGTCTACTCCCATCCTAAGGCAACGTTCCCCTCCTAAGGTGCGCAATCTCCTAAGGCGTTTCCTTCCCAAGGTGTCCTCCCTTCCCGAGATGCGCTCCACTCCCAAGGTGACTAGGCCGTCGAGCTCCCGAGGCT

GGTTCTCAAGGTCCGGCGAGTTTCCAAGGGGATGCGCTCTAAGTCGCGATCCCACTTCTAAAGACCCGATGTTCTTTTGAGTCGTGATCCACGGGGTGACGAGTGGTCACAAGACTTGATGTGCTCCCGGCTATCCCGGC

CATCTTTCGGCTTTCGGCGGCGACGGCGGTACGGCGCAGTCGTTCTCCTTTTCCCTCCCCCCGCAGGTCGCGCCCGGCTGACGACGTGACCCCCCCCCCCCCCAAATGCCCGCTAAATCTCGTGCTCCCACGGTGCG

ACGCGTTCCCCTCGTCCCCAAGCGCGATCCCGTGGTGCGACGACCTCTCAACCCCCCCCCCCACCTCTAGCCTCCTAAAGATGTGCTGGACTAGGCGCCAAACGCCCCGTCCCCCTTCCAAGCCACCCAAGGCGCCA

CCTCGAGACCTCTAGCCTCCTAAAGATGTGCTGGACTAGGCGCCAAACGCCCCTTCCCCCTTCCAAGCCACCCAAGGCGCCTTGACGCGCTCGGTCCCACGACCGCACACGCGACGGGGGGGGGGGGGGGGGGGCAAG

TCTCCTAAAATCGTGTTGAGGTTAACACGACGCTAAGACCAACACGGCTCAACGCTCTCTCCGATTCCCACTTTTCGACGTGTTCCTCCCCTAAGCCTCCCAAATCTCCCAAGGCGCCGTGACGCGGCGTCACGACGGGC

TCCCAAGCCTCGTTAAGGCCAACACGGCACTAGGAACCAACACGACTCAACGCCACTCCCTTTCCCTTCCCTTTCGAGTCTCCCAAGGCTCGATAGGACTCCCACGCTTCGACGTGTTCCCGTCCCAAGGCTCCCAAGG

CGCCGTGACGCACTCGGGGCCACGGCGCGACGGGTTTCCAAGCCTCCCAAAATTACGCTAAGGCCAACCCGACACTAAGACCAATACGGTTCAACGCGCTCCCCTCCCCTTCTCTGCCGAGCCTCCTAAGGCTCCATAG

GACTCCCACGTTTGACGTGTTCCCCTCCTAAGCTTCCCAAGACACTAGTCCCGGTTGCGAGTTTTCACGGTACAATGTCCTCTCTACTTGAGTTTTCACGGTGCAACGTTCTCTCCGTTCGAGG
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