>
[o0)

20 A 0.21 0.2
c
0] Ke] c
g 10 & £
< & ‘ i 2 é g
o & o ﬁ
£ tﬁﬁﬁéé o 0.0/ 2 00| mm
0 = 2 X
o e 5 =
£ 301 ® 5
3 € 02 2 02
5 20| £ g
o 3 g
-E = <
2 10 é il
. f,ﬁé 0.0 0.0 éé“ﬁ-
123456789 123456789 123456789
Expression bin Expression bin Expression bin
, c 10.0
Expression
- —— )
Aerial EEE 50 7.5
Root: o) T
oots [ 111 5 5 50
S| e
Q L 25
) éééé )
g 0 o 0.0
€ g 10.01
£ 150 >
=3 < 75
o | o
8 100 g 5o é %
50 é 25 ++*
0 7.—_‘—--#3—36_] 0.0 |
123456789 123456789
Expression bin Expression bin

Figure 1—figure supplement 2. Characteristics of ECT3-HyperTRIBE editing sites relative to target
expression levels. (A-C) Number of significant editing sites (A), maximum or average editing proportions (B), and
significance of editing sites according to either minimum or average -log, (adjusted p-value) per gene (C) in
ECT3-HT targets split according to their expression levels (mean log,(TPM+1) over the five ECT3-HT control
samples) ), in both aerial and root rissues.



