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Figure 3—figure supplement 2. Overlap between ECT2/3-HT targets in single and triple mutant background in roots. Venn diagrams (left) and
Upset plot (right) showing the overlap between the ECT2 and ECT3-HT target sets (in single mutant backgrounds) with the groups of genes with more
highly edited positions in the triple mutant background in roots (the equivalent for aerial tissues is shown in Figure 3D, E).



