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human CGGCCGGGTAGGATGACAATGGAAGGAAATGCTTTATCTGAGTCTGAGAGCGGGCCAAGE 60 human CAGATTTTGAAAGTTTTCTTTTTTTAAAGAAATTTCTCAAGGGACTTCCTTCCCTCCTCT — 741
mouse CGGCCGGGTAGGATGACAATGGAAGGARATGCTTTATCTGAGTCTGAGAGCGGGCCAAGG 60 mouse GTGGTG-CAGTTTTCGARACTTAARAARAATTTTTCTCAAGGGATTTCCTTCCATCCTCT 750
rat BB CCGGGTAGGATGACAATGGAAGGARATGCTTTATCTGAGTCTGAGAGCGGGCCAAGG 60 rat ATGCAG-TTTTTGAAACTTTT, TTTCTCARGGGATTTCCTTCCACCCTCT 727
KKKk kA A A KA AR A KA A KA AR A KA AR AR AR A KA A A AR A KA A A ARk Ak hhkkh ok ok ok ok ok ok x * * *kk ok Kokkkkkkkkkkk kkkkokkkok Kok ok Kk
human GGGAGGGGAGGGAGGGGGCAGGCGCTCGCGGCCCTGGGACACACCACCCCGGCAGACACT 120 human CCTCTTCCTCTCTTCCTCCCATTCCTCTCCCTCCACAACCCCCCTCTTTCCCCCTCCCGG 801
mouse GGGAGGGGAGGGAGGGGGCCGGCGCTGGCGGCCCTGGGACACACCACCCGGGCTTCGCTC 120 mouse CCTCTTCCTCTTCCATTCCTCTCCCTCCACAATGACCCTCCTTTGCCCCCCCACTCCTGG 810
rat GGGAGGGGAGGGAGGGGGCCGGCGCTGGCGGCCATGGGACACACCACCCGGGCTTTGCTC 120 rat CCTCTTCCTCTTCCATTCCTCTY TGCCCC--CCCTCCTGG 785
hokkkkkhkkhkkkhkhhhkhhk Kkhkhkhk Ahhhkhk hhkhrkhhhhhkhkhk *xk dkkdkkdkkkhkk Kokk K kkokk * Kk *x * kokokkok kk
human GCACCGCGCGGCGCACAGGCGGGCCGCAGACACCGCGCGCGGCCAGATCGCGGCGGEECE 180 human TCCCTATGAGTCAAACTTCAGCAATGTGCCCAGTGTCCCCCAGTGCATTACAGCGGATCA 861
mouse AGCAG------CACACAGCCTGGCGCEAGACACCEA - - _FEEEGEEGGEECG 163 mouse ACCCTATGAGTCAAACTTCAGCAATGTGCCCAGTGTCCCCCAGTGCATTACAGCGGATCA 870
rat AGCGG------CACACAGGCTGGCGGCAGACACCGA-— -TCGCGGCGGGGCG 163 rat TCCCTATGAGTCAARACTTCAGCAATGTGCCCAGTGTCCC 845
. R knkn h AAn Ak RA AR r A rnE N T
human CGGCGCACTGCCGGGGAGGCAGCGCCG-———==—=—=======—~ AACCCGGAACGCCGG 222 human CAGAAATGTTCCAGTCTGTGAGTCGGAATGCAGCCGCCTCCAGCCCTCCCTCAGCTAATA 921
mouse CGGCTCACCGCCCGGGAGGCAGCGCCGAACCCGGARCGCGGGACGCGGCCGGACCCGCGE 223 mouse CAGAAATGTTCCAGTCTGTGAGTCGGAATGCAGCCGCCTCCAGCCCTCCCTCAGCTAATA 930
rat CGGCTCACAGCCCCGGAGGGAGCGCAGAACCCGGAACGCGGGACGCAGCCGGACCCGCGE 223 rat WAGRAATGTTCTAGTTTGTGAGTCGGAATGCAGACGCCTCCAGCCCTCCCTCAGCTARTA 905
FhkE Ak KA ARAAK AAEEE rna o aw Kok Kk Kk Kk ok ko Kk KKK AR KRRk Kk ko KA A KA KKK Kk Kk kXX
human CCGCGGCTCCGAGCCCCAGCCGCCGCGAGGCGCTCCGAGCCGTGCACAATTCCCGGARAC 282 human AACTCAGCTCAGGGCCGGCTTTAGGCAGTGGCCCTCCCTGCCTCTCCCTCCGCTT---TT 978
mouse GCGGCCGCGGAAGCCCCAGCCGCCGCGCGGCGCTGCGCCCCGCGCACAATTCCCGGARAC — 283 mouse AACTCAGCTGAGGACTGGCTTTGCACTGAAGCCCTCCCTGCCTCTCCCCC-————— ATCT 984
rat GCGGCCGCCGAAGCCCCAGCCGCCGCGCGGCGCTGCGCCCCGCGCACAATTCCCGGARAC 283 rat AACTCAGCTGAGGACTGGCTTTGCACTGTAGCCCTCCCTGCCTCTCCCCCAATCTCCTCT 965
* ok Kkkkhkhkhkkkhkkhhhkhkkhkhk *hkkkhk Kk Kkk khkkkkkhkhkrkhkkkhhk kKK dhkkkkkkkk kkk ok kkkkokk * ok Kkkkkkkhkkkhhkkkhk * *
human CCAGCTACCTGGGCGCACGCACCCTCGCATACACAACGTACACGAGCACGCATCCATGTT — 342 human AGCTGGAGAGAAGGTCAGATTCAGGGGTCAGGGGCTAAGGACCTCGCCATTGTGCTTCCT — 1038
mouse CCAGATACCTGAGTGCACGCACCCGTGCATACACAGCGTACACGGGCGTGCATCCATGTT — 343 mouse TAGACGGGAGGAGGTCAGATTCAAGGGTCAGGGGCCGAGGACCTTCCCACTGAGTTTCCT — 1044
rat CCAGATACCTGAGTGCACGCACCCGTGCATACACAGCGTACACGAGCGTGCATCCATGTT — 343 rat TAGATGGGAGGAGGTCAGATTCAAGGGTCAGGGGCTGAGGACCTTCCCACTGTGCTTCCT 1025
Kok kok kkkokkk Kk kokokokokokokokok ok kkkkkkkkk Khkhkkhkhkhkk kk ok ok kK ok kK ok ok K kokokok kkkkokkokok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok Kok K Kok ok ok Kkk kk Kk kokkkok
human TACAAGGGGCAGAATCATTTACACAGCACACACTGGGGCTTCGGGGTGGACCCCCGTGCA 402 human GGGCTAGCCGGTCAGCCGTGTCTGCCTCCAGCAATCTGGAGCTGCTCCT--~AGGAAGGG 1095
mouse TACACAAGCCAGGGTGCTTTACGCTTCGGGGARGGACTCCTGTGCACACATCTACACACT — 403 mouse GGCTTGGCCTGTCAGTCCTGTTGCCTCCAGCAATTTGGCAGGTCAGARAACTGGGAAGGG 1104
rat TACACAAGCCAGGGTGGTTTGTGCTTCGGGGARGGACTCCTGTGCACACATCTACACACT 403 rat GGC-TGGCCTGTCAGCCCCGTCGCCTCCAGCAATCTGGCAGGTCAGARAACTGGGACGGG 1084
FRAk ok k% A KKk k% s x x % = R Kk K KKk kkkkk X Kk Kk * * oxx ok Kkk ko
human CACACTACATACCCGTACAGCCCACAAGCACGCAGCCACACGCGGGCACAGTGGGACACG 462 human GAGAGGTCCACCACGCAGGARCACTGGGCTCTCTGCAGCGTGAGGCGCCACCATTGTAAA 1155
mouse TAAGTCAACGAGGGC--——-— AGCGCTACAC-ACAGGGAGAGCAGGGCACGCTTGGAGTCT — 457 mouse AGAGCGGTCATTCACCAGGAACACTATGCTCCCCTGCCCTTGAGGTGCCCGCCACTGARA 1164
rat TAAAAGTCAACGAGGGG---AGCGCTACACACAAGGGAGAGCAGGGCACGCTTGGAGTCC 460 rat AGCAAGGTCATCCACCAGGAACACCAGGCTCCCTTGCCTGGGAGGCGCTGGCCACTGARA 1144
* PR r x k mwwaxn % mek * oxk Kk kkk kA KKK K Kxxx Kk ok *xx
human =~ ———————————————= CGTGGTGTCCCATGTCCC---ATACAAGGAATCCCAGACGGACA 503 human CCAAGGAGCAGCTTCCCCTGACCCCATTCTATCTCCCGCAATCCTAAGAARCCCCAAGAA 1215
mouse CGAGCAAGGAATCCCAGACGGACACCCCTGCCCCATCCTAACACACACACACCACACACA 517 mouse GGC ~AGCTTCCTTCTGGTCCCAATCTACTCTCTGAGTC-CTCGGAACTCCAAGAA 1217
rat CGAGCAAGAAATCCCAGACGGACACCACCGCCCCATCCTACCCCC-——=——=—==—==== 505 rat —-AGCTTCCTTCTGGTTCCAGTGGACTCTCCGAGTC-CTAGGAACTCCAAGAA 1197
or wn ok e x *okk Rk * xkx Kk Kk P -
human CCCCCCACCACACACACACACACATAAGCACGACTTGCCTCAGGAAAGTTCCAGGATCTG 563 human TCCAGAGAAGGAARRATTGAGGCAGCCCCAGAGGTGGAGTCATGTCTGATTGGAAGCAAG 1275
mouse CACACACACACACACACACACACACACACACGACTCTCCTCAGGAACACTTCAGGATCTG 577 mouse CCTTTAGAAGGGGAAAATGAGGCAGACCTAG------AGATGTGATATCTTGGAAGCCAG 1271
rat  memmmmmmmmmmmmem TCACACACTCAAGCGGGACTCGCCTCAGGAACGCTTCAGGGTCTG 550 rat CCTTTAGAAAGGGAAACTGAGGCTGACCTGG-~-----AGATGTGTTATCTTGGAAGCCAG 1251
ek kA RkAk  hmkmkakk % AxAx EAkE K kkkk K kkk KKKKKK K Kk X xRk Kkk xRk kR kK
human ATTTGAATCACTGCCCAGCCCTCCCCCACTGGCACCCCCA--CACACACACCATGCCTGC 621 human AGCCCACAGTGGCCTAGGAGGGCTTGG-CCATGCTGGCGGTGAACTTCARACCATAGATT 1334
mouse ATTTGAACCACTGCCAGTCCAACCCC-AGT————~— GGCACCCCCCGCCCCCACTGTCTGE 631 mouse AGTCTTGAGTGGCCTAGAGGGACGTTGGCCATGHTGCTAGCTCACACACAGGTCTAGACT 1331
rat ATTTGAAACACTGCCCAGTCCAACCCCCGTGGCACCCCTTCCCTCCTCCCCACTGTCTGE 610 rat AGTCAAGAGTAGCCTAGAGAGATGTTGGCCATGCCACTGATGAACAGCTTGGCTCACAGG 1311
Kk khkhkkk hhkkkkKhk * Kk ok * * * x * ok kk Kok ok ok rx K kkk dokdkokokk * Kok kkokkok * ok * %
human TGAGGGGAACGGAAGGGTCCAGCCTGTTCCTATTAAAAGAAAAAGGGTGTGGGGGTGGTG 681 human CTATTCCCTTC 1345
mouse TGAGGGGAGCAGAAGGGTCCAGTCTGTTCCTATTAAAAGAAAAAAAAAAGGGGATGGGGG 691 mouse - ---------- 1331
rat TGAGGGGAGCAGAAGGGTCCAGTCTGTTCCTATTAAAAGAAAAAAGGGGGTGGGGGT--G 668 rat TTCATGCTARG 1322
Kok kkkkkk kKRR AR KKK Kk kK Kk A KKK KKKk K *x *
Rat Hdac7gene
¥y 2.041bp
Ef 17.800 bp 139.318.000 bp 139.318.200 bp. m.smminSS 139.318.600 bp 139.318.800 bp 139.319.000 bp. 139.319.200 bp. 139.319.400 bp 139.319.600 bp. 139.319.800,
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