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Validation of iPSC-derived NPC and astrocyte transcriptomic signature and identity
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Validation of iPSC-derived astrocyte functionality
E F Synaptosomes (green) Merged
LRRK2 G2019S

Frame =1/128 Frame =1/168

3 h treatment

WT

Frame =11/128 Frame = 53/168

20 h treatment

Synaptosomes (green)

Frame = 68/128

3 h treatment

Frame =119/128 Frame = 165/168
-«

LRRK2 G2019S

20 h treatment

Supplementary Figure 2



