Table S2 Bacterial strains, plasmids and primers used in the study

	Bacterial Strains 
	Source
	Identifier

	[bookmark: _Hlk2776755]L. pneumophila (Philadelphia-1) LP02
	(Berger and Isberg, 1993)
	N/A

	L. pneumophila LP03
	(Berger and Isberg, 1993)
	N/A

	LP02∆lem8
	This study
	N/A

	LP02∆lem8(pZL507)
	This study
	N/A

	LP02∆lem8(pLem8)
	This study
	N/A

	LP02∆lem8(pLem8C280S)
	This study
	N/A

	LP02∆lem8(pLem8L58G/E59G)
	This study
	N/A

	E.coli BL21(DE3)
	Transgen
	CAT# CD601

	E.coli XL1-Blue
	Transgen
	CAT# CD401




	Plasmids
	Source
	Identifier

	pZL507
	(Qiu et al., 2016)
	N/A

	pZL507::lem8
	This study
	N/A

	pZL507::lem8C280S
	This study
	N/A

	pZL507::lem8L58G/E59G
	This study
	N/A

	pXDC61m::lem8
	This study
	N/A

	pAPH
	(Song et al., 2021)
	N/A

	pAPH::GFP
	This study
	N/A

	pAPH::lem8
	This study
	N/A

	pAPH::lem8C280S
	This study
	N/A

	pAPH::lem8H391A
	This study
	N/A

	pAPH::lem8D412A
	This study
	N/A

	pAPH::lem8L58G/E59G
	This study
	N/A

	pAPH::lem8∆N25
	This study
	N/A

	pAPH::lem8∆N50
	This study
	N/A

	pAPH::lem8∆C50
	This study
	N/A

	pAPH::lem8∆C52
	This study
	N/A

	pAPH::lem8∆C100
	This study
	N/A

	pAPH::PHLDB2-Flag
	This study
	N/A

	pAPH::PHLDB2R1101/Q1102A-Flag 
	This study
	N/A

	pAPH::PHLDB2Q1102/R1103A-Flag
	This study
	N/A

	pAPH::lem8-GFP
	This study
	N/A

	pAPH::lem8C280S-GFP
	This study
	N/A

	pAPH::lem8∆C52-GFP
	This study
	N/A

	pAPH::lem8L58G/E59G-GFP 
	This study
	N/A

	pAPH::ankrd13B
	This study
	N/A

	pAPH::gnal
	This study
	N/A

	pcDNA3.1+N-Flag
	GenScript
	N/A

	pcDNA3.1+N-Flag-pak6
	This study
	N/A

	pcDNA3.1+N-Flag-chkB
	This study
	N/A

	pcDNA3.1+N-Flag-exoc8
	This study
	N/A

	pcDNA3.1+N-Flag-kiaa1033
	This study
	N/A

	pcDNA3.1+N-Flag-ppp6r1
	This study
	N/A

	pcDNA3.1+N-Flag-rasgap2
	This study
	N/A

	pcDNA3.1+N-Flag-gpr61
	This study
	N/A

	pEGFP-C1
	Clontech
	CAT#6084-1

	GFP::lem8
	This study
	N/A

	GFP::PHLBD2
	This study
	N/A

	GFP::PHLBD2∆N50
	This study
	N/A

	GFP::PHLBD2∆N100
	This study
	N/A

	GFP::PHLBD2∆N200
	This study
	N/A

	pEGFP-N1
	Clontech
	CAT#6085-1

	PHLBD2∆C100::GFP
	This study
	N/A

	PHLBD2∆C153::GFP
	This study
	N/A

	pmCherry-C1
	Clontech
	CAT#632524

	mCherry-C1::lem8
	This study
	N/A

	mCherry-C1::lem8C280S
	This study
	N/A

	mCherry-C1::lem8H391A
	This study
	N/A

	mCherry-C1::lem8D412A
	This study
	N/A

	mCherry-C1::lem8∆N25
	This study
	N/A

	mCherry-C1::lem8∆C52
	This study
	N/A

	mCherry-C1::lem8∆C100
	This study
	N/A

	pQE30
	Qiagen
	CAT#32915

	pQE30::mmu-YWHAZ
	This study
	N/A

	pQE30::lem8
	This study
	N/A

	pQE30::lem8C280S
	This study
	N/A

	pQE30::lem8H391A 
	This study
	N/A

	pQE30::lem8D412A 
	This study
	N/A

	pQE30::lem8P473A/Q474A/R475A/Q476A
	This study
	N/A

	[bookmark: _Hlk74635416]pQE30::lem8∆C52
	This study
	N/A

	pGEX6p-1
	Cytiva
	CAT#28-9546-48

	pGEX6p-1::mmu-YWHAZ
	This study
	N/A

	pGEX6p-1::hsa-YWHAZ
	This study
	N/A

	pGEX6p-1::ddi-fttB
	This study
	N/A

	pCDH-CMV-MCS-EF1-Puro
	System Biosciences
	CAT#CD510B-1

	pCDH-CMV-MCS-EF1-Puro::GFP
	This study
	N/A

	pCDH-CMV-MCS-EF1-Puro::GFP-Lem8
	This study
	N/A

	pCDH-CMV-MCS-EF1-Puro::GFP-Lem8C280S
	This study
	N/A

	pYES2CT
	Invitrogen
	CAT#V825120

	pYES2CT::lem8  
	This study
	N/A

	pYES2CT::lem8C280S
	This study
	N/A

	pYES2CT::lem8H391A
	This study
	N/A

	pYES2CT::lem8D412A
	This study
	N/A

	pYES2CT::lem8L58G/E59G
	This study
	N/A

	pGADGH
	Clontech
	CAT#638853

	pGADGH::mmu-YWHAZ
	This study
	N/A

	pGBKT7
	Clontech
	CAT#630489

	pGBKT7::lem8C280S
	This study
	N/A

	pMD2.G
	Addgene
	Cat#12259

	psPAX2
	Addgene
	Cat#12260




	Primers
	Sequence (Restriction enzyme sites are underlined)
	Note

	pSL1001
	cgcggatccatgcctcaaatcctaaatg
	lem8 5F BamHI

	pSL1002
	acgcgtcgacttaaataggaaatcctcttgtatttc
	lem8 3R SalI

	pSL1003
	ctggagctcaataaattattttttcgactcaaggaagg
	lem8 up 5F SacI 
knockout

	pSL1004
	cattctcagtgtcagcttcaatgacagcc
	lem8 up 3R 
knockout

	pSL1005
	tgaagctgacactgagaatgagcaaagcag
	lem8 down 5F knockout

	pSL1006
	acgcgtcgacgataggctggctccatgg
	lem8 down 3R SalI knockout

	pSL1007
	cctagctaagccgtgactcataccactctttaaac
	lem8C280S-1

	pSL1008
	gtttaaagagtggtatgagtcacggcttagctagg
	lem8C280S-2

	pSL1009
	gtttgtggatagcaacaacagctccagaactgctattagcatagc
	lem8H391A-1

	pSL1010
	gctatgctaatagcagttctggagctgttgttgctatccacaaac
	lem8H391A-2

	pSL1011
	gcatccaacctgcattagcagcaaaatagtcgatgatgaaa
	lem8D412A-1

	pSL1012
	tttcatcatcgactattttgctgctaatgcaggttggatgc
	lem8D412A-2

	pSL1013
	ttttcaatgaagtagataattgtccgccttgctctttcatggtttttactgctaactc
	lem8L58G/E59G-1

	pSL1014
	gagttagcagtaaaaaccatgaaagagcaaggcggacaattatctacttcattgaaaa
	lem8L58G/E59G-2

	pSL1015
	gtttctgctgacaagctctgtgctcttgctgccgcagcagtaggttgtggtgctttttcacagag
	lem8P473A/Q474A/R475A/Q476A-1

	pSL1016
	ctctgtgaaaaagcaccacaacctactgctgcggcagcaagagcacagagcttgtcagcagaaac
	lem8P473A/Q474A/R475A/Q476A-2

	pSL1017
	cgcggatccattgttgataaatactctgaca
	lem8∆N25 5F BamHI

	pSL1018
	cgcggatccgtaaaaaccatgaaagagca
	lem8∆N50 5F BamHI

	pSL1019
	acgcgtcgacttatgctctttgtctctgagg
	lem8∆C50 3R SalI

	pSL1020
	acgcgtcgacttattgtctctgaggagtagg
	lem8∆C52 3R SalI

	pSL1021
	acgcgtcgacttactcttgaaaactcttatcgt
	lem8∆C100 3R SalI

	pSL1022
	acgcgtcgacaataggaaatcctcttgtatttc
	lem8-GFP 3R SalI

	pSL1023
	acgcgtcgacttgtctctgaggagtagg
	lem8∆C52-GFP 3R SalI

	pSL1024
	cgcggatccatggataaaaatgagctggt
	mmu-YWHAZ 5F BclI

	pSL1025
	acgcgtcgacttaattttcccctccttctc
	mmu-YWHAZ 3R SalI

	pSL1026
	cgcggatccatggataaaaatgagctggt
	hsa-YWHAZ 5F BamHI

	pSL1027
	acgcgtcgacttaattttcccctccttctc
	hsa-YWHAZ 3R XhoI

	pSL1028
	cgcggatccatgaccagagaagaaaatgt
	ddi-fttB 5F BamHI

	pSL1029
	acgcgtcgacttacattcctggttcattttg
	ddi-fttB 3R SalI

	pSL1030
	cgcggatccatggaagagcatagctaca
	hsa-phldb2 5F BamHI

	pSL1031
	acgcgtcgacctacaacaagaagtgagtgt
	hsa-phldb2 3R SalI

	pSL1032
	cgcggatccatggccaatggagactattctg
	phldb2∆N50 5F BamHI

	pSL1033
	cgcggatccatgaaaaatattcctatgaaacctccaa
	phldb2∆N100 5F BamHI

	pSL1034
	cgcggatccatgccttcaagccca
	phldb2∆N200 5F BamHI

	pSL1035
	acgcgtcgaccaacaagaagtgagtgtaac
	phldb2-Flag 3R SalI

	pSL1036
	aaggacgagcctgtgcccttgctgcctcccttatttttacttccttttct
	phldb2R1101/Q1102A-1

	pSL1037
	agaaaaggaagtaaaaataagggaggcagcaagggcacaggctcgtcctt
	phldb2R1101/Q1102A-2

	pSL1038
	aggacgagcctgtgccgctgctctctcccttatttttacttccttttctatt
	phldb2Q1102/R1103A-1

	pSL1039
	aatagaaaaggaagtaaaaataagggagagagcagcggcacaggctcgtcct
	phldb2Q1102/R1103A-2

	pSL1040
	acgcgtcgacatggtgagcaagggcga
	GFP 5F SalI

	pSL1041
	ataagaatgcggccgccttgtacagctcgtccatgc
	GFP 3R NotI

	pSL1042
	acgcgtcgactgcattttgatgaggaatcc
	phldb2∆C100 3R SalI

	pSL1043
	acgcgtcgactgctcccttatttttacttccttttc
	phldb2∆C153 3R SalI

	pSL1044
	ccggaattcatgatccccgccaac
	hsa-ankrd13B 5F EcoRI

	pSL1045
	acgcgtcgacctactgctcggtcagtg
	hsa-ankrd13B 3R SalI

	pSL1046
	ggaagatctatgggtctgtgctacagt
	hsa-gnal 5F BglII

	pSL1047
	acgcgtcgactcacaagagctcatactgc
	hsa-gnal 3R SalI

	pSL1048
	cggggtaccatgttccgcaagaaaaagaagaaac
	hsa-pak6 5F KpnI

	pSL1049
	acgcgtcgactcagcaggtggaggtctg
	hsa-pak6 3R SalI

	pSL1050
	cgcggatccatggcggccgaggc
	hsa-chkB 5F BamHI

	pSL1051
	acgcgtcgactcaggatgaggagtggacactg
	hsa-chkB 3R SalI

	pSL1052
	cggggtaccatggcgatggcgatgtc
	hsa-exoc8 5F KpnI

	pSL1053
	acgcgtcgacttagaccactgatgttgtactttca
	hsa-exoc8 3R SalI

	pSL1054
	cgcggatccatggcggtggagactctg
	hsa-kiaa1033 5F BamHI

	pSL1055
	acgcgtcgactcatttcacaacaggatcagcag
	hsa-kiaa1033 3R SalI

	pSL1056
	ggaagatctatgttttggaagtttgacctgca
	hsa-ppp6r1 5F BglII

	pSL1057
	acgcgtcgacctattgggagcctgggga
	hsa-ppp6r1 3R SalI

	pSL1058
	cgcggatccatggcaggcaccctgga
	hsa-rasgap2 5F BamHI

	pSL1059
	acgcgtcgacttacaagtggatgtcaaacacccca
	hsa-rasgap2 3R SalI

	pSL1060
	cgcggatccatggagtcctcacccatc
	hsa-gpr61 5F BamHI

	pSL1061
	acgcgtcgactcatgactccagccgg
	hsa-gpr61 3R SalI
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