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Figure 4-figure supplement 1. Single cell-RNA sequencing data analysis of human kidney organoids.
(A) Dotplot depicting the cell-specific level of expression of 160 BM gene collection in 25 days kidney organoids. (B) tSNE
plot indicates gene expression of LIMX1b and EPB41L5 in day 25 kidney organoids. Arrows indicate podocyte clusters.
Data shown in (A) and (B) were obtained from a re-analysis of a publicly available scRNA-seq dataset GSE114802 
(Combes et al., 2019b). (C) Bar charts show the time-dependent changes in protein abundance of EPB41L5 in kidney
organoids (n=3 per time point). Pooled data are shown as median, error bars indicate the 95% confidence interval for the
median. Two-way ANOVA test: *p-value <0.05.


