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Figure 5-figure supplement 2. Single-cell RNA sequencing analysis of human fetal kidney.
Re-analysis of 8/9-wpc human kidney scRNA-seq datasets (EGAS00001002325, EGAS00001002553; Young et al., 2018)
confirms cellular specificity for collagen IV and laminin isoform gene expression. tSNE plots represent the cell type clusters
identified, and colour intensity indicates the cell-specific level of expression for the selected BM genes.


