
  



  



  



  

 

 
 

Figure 3 - supplementary figure 1 – Sanger sequencing chromatograms of the 

39 DNM candidate sites that were successfully amplified for the four 

individuals, i.e. father (Noot), mother (M), offspring (Heineken), and second-

generation offspring (Hoegaarde). For each alignment, the candidate germline 

mutation position is located under the black square. The last six chromatograms 

(surrounded by red boxes) are the candidates that were detected as false-positive 

candidates.  


