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Figure S2 (Figure 1 – Figure Supplement 1). Bioinformatic analysis of expression of CD73 (NT5E) in NSCLC and SCLC. (A) NT5E expression in (left) NSCLC1 and (right) SCLC2 TCGA databases. (B) NT5E expression in (left) NSCLC1 and (right) SCLC2 TCGA databases stratified by sex.
1TCGA, Firehose Legacy – 230 patients with RNA-seq data
2U Cologne, Nature 2015) – 81 patients with RNA-seq data
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