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Figure S4 (Figure 1 – Figure Supplement 3). Volcano plot of differential expression genes (tumor vs. normal) in NT5E-expressing lung adenocarcinoma based on bioinformatics analysis of TCGA patient data. Lung adenocarcinoma data was stratified based on high or low expression of NT5E. Non-significant (NS) genes are shown in gray. Significant genes (FDR < 0.05 and log2FC cutoff 2) are shown in red. Genes passing only FDR cutoff are shown in blue and genes passing only the log2FC cutoff (if any) are shown in green.
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