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Figure 6-figure supplement 1

RNAseq FPKM between wildtype and Cgxbp1A in no fluconazole conditions

1:(n=2) . 150 2:(n=8) . - 3:(n=58)
/o 8 i
120 il J
&
L
| %0 20 : :
8
- ~—8
. 60 = 10 '< :
4 — N
WT A WT A WT A
RNAseq FPKM between wildtype and Cgxbp 1A in fluconazole conditions
1:(n=3) 2:(n=7) 3:(n=58)
° 350 ° 120 ) 73
° s i °
300 90 T
250 : 3 60
o 3
e 200 e
] | i 30
150 ¢ —
° 8 0 ==

WT + fluc A+ flu

WT + fluc A+ flu

WT + fluc A + flu

Cluster
1
2
3

RNAseq FPKM between no fluconazole and fluconazole conditions in wildtype strain
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RNAseq FPKM between no fluconazole and fluconazole conditions in Cgxbp 1A strain
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